Historically, the spontaneous anaerobic fermentation of salted cabbage occurs in three different steps of pH lowering and a succession of bacterial species manages these phases [1,2,3] : 

Cabbage to sauerkraut: characterization of bacterial ecosystem during natural fermentation

Metagenomics to describe bacterial diversity dynamics

The quality of sauerkraut obtained in this way depends on the bacterial population diversity in cabbage, which is poorly described.
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Step Only glucose and fructose were present in cabbage. The decrease of fructose was greater than that of glucose. At the end of fermentation, sugars were not entirely consumed. Sauerkraut can be removed from the vat when the titrable acidity reaches at least 1%. However, lactic acid does not reach this concentration, that suggests other acids are present.

Fermentable sugars are present in sauerkraut which indicates that fermentation is not complete. This could be a parameter to manage sauerkraut fermentation
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  of cabbage: presence of other LAB than those previoulsy described such as Lb. sakei, Ln. fallax, Ln. citreum or Ln. lactis. Aerial brings together a multidisciplinary and unique set of technologies and expertise at the service of your industrial development, research and innovation projects.Bacterial abundance of 11 from the 14 identified species was quantified by qPCR in the 54 samples (data not shown)