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SHINeMasS : A database and its web Interfaces dedicated

In 2005, a collaboration started between the French National Institute for Agricultural Research (INRA) and the farmer organization Réseau Semences Paysannes (RSP). The aim was: (1) to study on-farm
management of crop diversity, cultural and selection practices; (2) to develop population-varieties adapted to organic and low inputs agricultures in the context of a participatory plant breeding program involving
farmers, NGOs' faciltators and researchers. In these projects, it is needed to map the life cycle of seed lots using the network formalism.

To reach this aim, we developed SHiINeMaS (Seeds History and Network Management System) a database with its web interface, dedicated to the management of the history of seed lots and the associated data.

Participatory plant breeding programs Data organization & technologies

The figure below is a simplified representation of the database schema of SHiINeMaS. The schema is centered
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SHiNeMas is designed to support multiple species, in the same instance of the database, dealing with different life cycles of plants
from annual to perennial. The field trials are located in farms or in experimental stations and split into small plots. A mixture of Project\

species can be sown in a single small plot, SHINeMaS can therefore deal with species association like prairie trials.

SHiNeMasS is also designed to collect data dealing with cultural practices and phenotyping. The user can define dynamically the
variables he/she wants to measure. The data can be linked at the small plot, the seed lot or at the individual level. Each variable is
measured according to a dedicated method defined by the user.

Web Iinterfaces

Data Submission Data Management
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Perspectives and next developments

An instance of SHiNeMas is in production at the GQE laboratory. It stores about 2 000 germplasms, 19 000 seed lots, 18 000 relations and more than 1 600 000 records of collected data on the network.

SHiNeMaS 1.0 is already available under the AGPL license and SHiNeMaS 1.1 will be available in early 2019. Development of version 2.0 is ongoing and will include new data types management (germplasm level
data, images and climatic data). Features will be available to export data in PPBStat format, a R package to analyze data stored in SHiNeMasS. In the next versions we aim also to improve management of user access,
guality control on imported files and use ontologies. This software have been developed with the collaboration of DEAP team (GQE-Le Moulon).

SHiNeMaS ABI-Soft team PPBStats
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