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In a context of global change, biological invasions are one of the main causes of biodiversity loss, because non-native species can disperse naturally at the expense of others. As a consequence of ice retreat in the highest latitude, newly opened rivers could become welcoming habitats for the establishment of colonizing fish. Salmonids are thought to be good candidates for colonizing such environments since they display ability to become invasive.

Variance analyses

AGE~rpt age ~1 Fish + 1 Reader + 1 Scale , datatype = Poisson, … ; MEASURE~rpt(rt ~(1|Fish) + (1|Reader) + (1|Scale), datatype = Gaussian, … )

This study aims at understanding the evolution of life history traits related to dispersal, through the quantification of variation in freshwater growth and age at first marine migration at various spatiotemporal scales with respect to the colonization process.

𝑳 𝒊,𝒕 = 𝑳 ∞ 𝒊 +𝒆 -𝑲 𝒊 (𝒕 𝒊 -𝒕 𝟎 )
Main variation in size and age are attributable to Fish. Reader and Scale contribute little to inter-individual variance, suggesting that inference was insensitive to intraorganism biological variation. Using additional scales or readers was an inefficient use of sampling resources. 

Model the evolution of traits, ongoing work

Objectives

  𝒑 𝒊 logit(𝒑 𝒊,𝒋,𝒌 ) = β 𝟎 𝒋,𝒌 + β 𝟏 𝒋,𝒌 x 𝑳 𝒊,𝒋,𝒌 Is the probablity to migrate at a certain age or size stable? Carry on the ongoing work and answer the main questions. L., Aymes J-C., Gaudin P., Vignon M., A hierarchical variance decomposition of fish scale growth and age to investigate the relative contributions of readers and scales, Marine and Freshwater Research, Special issue Otolith 2018. (Accepted).