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A B S T R A C T

In the last decades, atomic force microscopy (AFM) has evolved towards an accurate and lasting tool to study the
surface of living cells in physiological conditions. Through imaging, single-molecule force spectroscopy and
single-cell force spectroscopy modes, AFM allows to decipher at multiple scales the morphology and the mo-
lecular interactions taking place at the cell surface. Applied to microbiology, these approaches have been used to
elucidate biophysical properties of biomolecules and to directly link the molecular structures to their function. In
this review, we describe the main methods developed for AFM-based microbial surface analysis that we illustrate
with examples of molecular mechanisms unravelled with unprecedented resolution.

1. Introduction

The principle of atomic force microscopy (AFM) is to scan the
sample surface with a nanometric tip mounted on a flexible cantilever
on which a laser beam is focused and reflected in a photodiode that
records cantilever deflections while sample scanning. The precise po-
sitioning of the tip over the sample is ensured by piezoelectric scanners
working in x, y and z directions. This technique allows to image samples
and to sense forces with subnanometer resolution and piconewton
sensitivity, respectively. Since its invention in 1986 (Binnig et al.,
1986), AFM has acquired numerous modes and options (e.g. tapping,
contact and -more recently- multiparametric modes) that offer now the
possibility to analyse biological samples in physiological conditions and
to capture events in real time.

Applied to microbiology, AFM has opened new doors for the de-
scription of topographical features, cell wall associated molecular me-
chanisms and whole cell adhesion. This has been possible thanks to the
development of new AFM modes and new methods that allow to use
molecules or cells as probes during AFM measurements. Cell surfaces
play crucial role in microbiology as they represent the direct interfaces
between the cell and the external stimuli, signals and stresses from the
environment. Thus biological functions are directly linked to the mi-
crobial surface composition and organization. Bacteria are divided in
two major groups that both contain a peptidoglycan layer, i.e. glycan
chains linked by peptide chains. Gram positive bacterial cell walls are
covered by anionic polymers such as techoic acids whereas in Gram

negative bacteria the peptidoglycan layer is thinner and surrounded by
two phospholipids membranes (inner and outer), the outer one being
decorated by lipopolysaccharides. Many bacteria are covered also by
additional appendages involved in cell displacement, adhesion and
exchanges with the surrounding environment (e.g., flagella, fimbriae,
pili). The cell wall of filamentous fungi and yeast cells is also involved
in cell mechanical strength and environmental signalling. The general
fungal cell wall architecture is made of fibrils of chitin and β-1,3-glu-
cans that are overlaid by β-1,6-glucans and mannoproteins. Here, we
review some of the major advances in the comprehension of microbial
cell surface organization obtained thanks to AFM.

2. Imaging microbial surfaces and appendages

2.1. Immobilization methods

The first attempt in using AFM to characterize biological samples is
usually to obtain high resolution topographic images. As surfaces of
microbes are generally rigid and smooth, images with ~10 nm resolu-
tion can be easily obtained (Dufrene et al., 2017). As microbes are
mostly round shaped, an often critical step for their imaging is the
proper cell immobilization to avoid to push the cell with the tip instead
of scanning the cell surface. The most commonly-used immobilization
methodologies can be divided in three groups: i) embedding of part of
the cell volume in gelatin (Doktycz et al., 2003; Beckmann et al., 2006;
Allison et al., 2011; Van Der Hofstadt et al., 2015); ii) electrostatic
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immobilization on positively charged substrates (da Silva et al., 2003;
Jacquot et al., 2014); and iii) mechanical trapping in porous mem-
branes (Kasas et al., 1995; Dufrene, 2015). However, all these techni-
ques present limitations and should be wisely chosen depending on the
applications. Chemical substrate modifications (i or ii) are often se-
lected when one wants to observe bacterial growth for instance (Van
Der Hofstadt et al., 2015). However, gelatin substrates are not re-
commended as they can cause AFM tip contamination. Charged sur-
faces are often obtained by simple immersion of a glass or silicon
substrates in polyethylenimine or poly-L-lysine, resulting in a posi-
tively-charged coating favouring the adhesion of negatively-charged
microbial cell-walls. Such technique has been successfully used for
bacteria (da Silva et al., 2003; Vadillo-Rodriguez et al., 2008; Jacquot
et al., 2014) and yeast (Arfsten et al., 2010). Microorganisms have also
been deposited on polyelectrolytes multilayer coatings by centrifuga-
tion, enabling the observation of the proteinaceous surface layer at the
bacterial surfaces (Gunther et al., 2014). Although these methodologies
are appropriate for imaging and nanomechanical mapping, some
charged polymer may alter cell viability or denaturate molecules
grafted on tips for molecular mapping (see below) (Colville et al., 2010;
Krapf et al., 2016).

Mechanical trapping in pores (Fig. 1A, B) is particularly adapted for
high resolution imaging and molecular mapping but it is sometimes
time consuming to find the good immobilization procedure and to de-
termine the appropriate pore size, especially in the case of rod-shape
bacteria. Physical entrapment may also have an influence on the me-
chanical properties of the cells, and/or may select a particular pheno-
type (of a given size) among the microbial population.

Development of the new AFM modes (e.g. Quantitative Imaging
(JPK) or Peak Force Tapping (Bruker) modes) where the tip rapidly and
punctually touches the sample has allowed to partially solve the im-
mobilization problem, by limiting the lateral friction forces. As an ex-
ample, bacteria under gliding movement as they were simply deposited
on a glass substrate were observed by such technique (Dhahri et al.,
2013). Nevertheless, such successful applications remain very scarce
and usually work poorly in physiological conditions.

More recently, additional approaches based on the physical im-
mobilisation of microbes have been developed (Fig. 1). Formosa et al.
have elaborated polydimethylsiloxane (PDMS) stamps to immobilise
arrays of living cells using a convective and capillary assembly without
chemical or physical denaturation of the cells (Formosa et al., 2015a).
This elegant protocol permits statistically relevant AFM measurements
on several cells (Fig. 1C-D). Peric et al. have made use of microfluidics
for pressure-driven anchoring of bacteria in V-shaped traps, where the
lateral forces of the AFM tip during scanning are counteracted by the
inclined walls (Peric et al., 2017). With this set-up, bacteria can be
sequentially immobilized and released from the trap, and the trans-
parency of the device allows simultaneous AFM and fluorescent ima-
ging (Fig. 1E-F). Using combined micro-/nano-fabrication and soft li-
thography, Chen et al. designed arrays of micro-channels made of two-
layers: a micro-tube for cell growth and a submicron opening at the top
of the tube that provides access for the AFM tip (Chen et al., 2014).
Thus, they managed to visualize Escherichia coli cell growth without
chemical immobilization in such structures (Fig. 1 G-H).

2.2. Ultrastructural changes at the surface of cells

With all these immobilization methods, AFM has been successful to
unravel microbial morphological features at high resolution. One no-
table example is the study of the spatial arrangement of peptidoglycan,
a fundamental structural constituent of the bacterial cell wall. High-
resolution architecture of peptidoglycan was first observed on purified
sacculi from Bacillus subtilis (Hayhurst et al., 2008) (Fig. 2A) before
being imaged directly on living Lactococcus lactis (Andre et al., 2010)
(Fig. 2D). Both studies agree that peptidoglycan is organized -at least on
Gram-positive bacteria- into a regular structure of cables with cross

striations perpendicularly to the long cell axis. A more recent analysis
by Li et al. revealed that the peptidoglycan would be subjected to a
remodelling during the growth of the bacteria, which would change
from an irregular architecture in exponential growth phase to an or-
dered cable-like architecture in stationary phase (Li et al., 2018)
(Fig. 2B). Dover et al. also demonstrated how the structure and elasti-
city of the peptidoglycan of Group B Streptococcus change when sub-
jected to increasing turgor pressure (Dover et al., 2015) (Fig. 2C).
Peptidoglycan organisation has also been deciphered very recently on
sacculi of the Gram-negative bacteria E. coli (Turner et al., 2018)
(Fig. 2E). In this study, Turner et al. quantified and mapped the extent
to which the glycan chains are oriented in a similar direction (or-
ientational order), and showed that it is much less ordered than pre-
viously depicted. Bacterial imaging has also allowed Eskandarian et al.
to decipher the mechanisms of cell division (Eskandarian et al., 2017).
In mycobacteria, septum formation and division would occur within
wave troughs on the undulating cell surface, which might be directly
related to the peptidoglycan architecture underneath.

On fungal spores, AFM has been used to image the nanorods that
protect Aspergillus fumigatus spores (Bayry et al., 2014). As AFM works
in liquid and can therefore adapts to cell physiological conditions,
Dague et al. used time-resolved-imaging to capture in situ the dis-
organization of A. fumigatus spores nanorods under germination upon
temperature variation (Dague et al., 2008). Similarly, alteration of the
spore coat architecture during germination process has been revealed
on Bacillus atrophaeus (Plomp et al., 2007), a destructuring which is also
associated with changes in the elasticity of the spores (Pinzon-Arango
et al., 2010).

AFM in liquid conditions has also permitted the direct observation
of microbial cells subjected to external chemical agents. In that sense,
Staphylococcus aureus cell wall digestion has been followed upon in-
jection of the enzyme lysostaphin in the AFM liquid cell while con-
tinuous scanning. Following the drug injection, the authors observed
the bacterial swelling, splitting of the septum and the formation of holes
that they attributed to the peptidoglycan digestion by the lysostaphin
(Francius et al., 2008). Then Formosa et al. have focused on the re-
sistance of the bacteria Pseudomonas aeruginosa under the effect of two
antibiotics and an innovative antibacterial drug (CX1) by recording the
drug effects on the morphology, the roughness and the nanomechanical
properties of the cell. As such, they demonstrated for instance that the
cell outer membrane get destroyed under the drug CX1 action (Formosa
et al., 2012). The disrupting morpho-structural effects induced by ro-
kitamycin and erythromycin on Streptococcus pyogenes has also been
reported, evidencing important differences between the two drugs
mode of action. Whereas bacteria do not visually get impacted by er-
ythromycin, the cells subjected to rokitamycin get deformed, loose their
chain structure and form cell clusters (Braga et al., 2002). With the
same perspective, Fantner et al. have investigated the kinetics of in-
dividual E. coli cell death under the action of the antimicrobial peptide
using high-speed AFM, demonstrating that the killing is a two-phase-
process (Fantner et al., 2010).

On yeast cells, several studies have shown the capabilities of AFM to
image the cell wall at high resolution, revealing a smooth surface with
sometimes budscars (Alsteens et al., 2010; Dupres et al., 2010; Dupres
et al., 2011; El-Kirat-Chatel et al., 2013a) (Fig. 1B). Candida albicans is a
pathogenic yeast that can form long germtubes. This morphological
change impairs the mechanical-trapping immobilization process usually
used for microbes. Beaussart et al. have then developed a method that
relies on hydrophobic interactions to image the surface of C. albicans
hyphae (Beaussart et al., 2012). Yeasts may be subjected to numerous
stresses that are likely to affect cell growth and metabolic activity. As
previously reported for bacteria, the effect of external stimuli can also
change the smooth surface of yeast cells. For instance, after antifungal
treatment (caspofungin), AFM imaging has revealed that yeast cell wall
presented irregular and rough surface together with a decreased me-
chanical strength determined by nanoindentation (El-Kirat-Chatel et al.,
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2013a; Formosa et al., 2013; Quiles et al., 2017). The morphology and
nanomechanical properties of Saccharomyces cerevisiae defective mu-
tants have also been compared (Dague et al., 2010). Physico-chemical
external stimuli, e.g. heat shock, also generate morphological aberra-
tions such as formation of circular structures at the cell surface which
have been attributed to a dysfunction of the yeast budding machinery
under temperature changes (Pillet et al., 2014). The detrimental effect
of ethanol -to which yeasts are exposed in bioethanol fermentation
processes for instance- on S. cerevisiae has been extensively reported in
terms of morphological and nano-mechanical modifications (Canetta
et al., 2006; Niu et al., 2016; Schiavone et al., 2016).

Despite its capability to image biological samples in physiological
conditions and at high resolution, observing labile structures such as
e.g. flagella or pili on living cells remains a real challenge. This lim-
itation has been overcome by imaging bacterial appendages of dried
samples. Images of flagella immobilized on the substrate after drying

have been obtained for several species such as Pseudomonas fluorescens
(Diaz et al., 2011), Bacillus thuringiensis (Gillis et al., 2012a; Gillis et al.,
2012b), and E. coli (Francius et al., 2011). All these images of flagella
reveal structures that are longer than the bacterial cell body and that
present regular curvature reflecting their flexibility. Smaller appen-
dages that contribute to bacterial adhesion were also imaged in air,
revealing the structures of pili and curli of e.g. Lactobacillus rhamnosus
(Tripathi et al., 2012), Pseudomonas aeruginosa (Touhami et al., 2006;
Beaussart et al., 2014a), Corynebacterium diphtheria (Rheinlaender et al.,
2012) and Salmonella (Jonas et al., 2017).

Besides imaging, AFM can be used to detect and manipulate mole-
cules at the surface of living cells with the so-called force spectroscopy
mode. In this mode, the tip is constantly approached and retracted from
the surface in the z direction to sense interaction forces that occur be-
tween the tip and the sample. This can be achieved in a defined area,
thus resulting in mapping of the interaction forces across the sample.

Fig. 1. Different methods for proper physical entrapment of microorganisms. (A) Microorganisms suspensions can be filtered through a porous membrane whose pore
size corresponds to that of the cells. (B) AFM deflection images of the yeast Candida albicans trapped in a pore, allowing high resolution images where a cell bud scar
is visible. (C) Schematics of the immobilisation methods using PDMS microstructured stamps as developed by Formosa et al. (2015a). Living cells are assembled into
the stamps using convective and capillary assembly. (D) AFM images of such PDMS cells arrays filled with C. albicans. (E) Immobilization in microfluidic device as
developed by Peric et al. (2017). The microfluidic chip with bacterial traps is mounted to a square opening in the silicon holder. The underside of the device is
transparent to allow simultaneous AFM and optical microscopy measurements. (F) AFM image of Escherichia coli bacterium trapped in such trap. (G) Immobilization
in micro-tube arrays with an open-up structure as developed by Chen et al. (2014). SEM Images of the mold use to create PDMS micro-tubes structures. (H) AFM
imaging of the bacteria dividing along the micro-channel. The design of the set-up allows for simultaneous AFM - fluorescent imaging. Fig. 1B, right, has been
reproduced from (Dufrene, 2015) with permission from Elsevier Reprints. Fig. 1C-D have been reproduced from (Formosa et al., 2015a) with permission from
Springer Nature. Fig. 1E, F have been reproduced from (Peric et al., 2017) with permission from Springer Nature. Fig. 1 G-H have been reproduced from (Chen et al.,
2014) with permission from John Wiley and Sons.
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The next chapter describes some achievements made with AFM in
single-molecule force spectroscopy (SMFS) mode for a better under-
standing of the molecular mechanisms taking place at the microbial
surface.

3. Single-molecule mapping on microbial surfaces

3.1. Functionalization strategies resulting in a covalent linking of the
biomolecules to the AFM probes

AFM is not only an imaging tool. Additionally to high resolution
imaging, researchers often want to decipher structural/biophysical
properties and to understand molecular mechanisms taking place at the
cell surface. This can be achieved with AFM when tips are functiona-
lized by attaching specific (bio)molecules at their apex and measuring
the unbinding forces between the tip and the biosurface (Hinterdorfer
and Dufrene, 2006). Several protocols developed to graft molecules on
AFM tips have been used to probe microbial surfaces. Surface hydro-
phobicity is an important property for airborne spreading, adhesion and
cellular contact. To determine -at the nanoscale- the hydrophobic bal-
ance of microbial surfaces, gold coated tips were immersed in solutions
of thiols terminated with methyl groups to form a hydrophobic self-
assembled monolayer (SAM) (Alsteens et al., 2007). With these hy-
drophobic tips, it has been possible to correlate the high hydrophobicity
of A. fumigatus spores with the presence of nanorods (Dague et al.,
2007, 2008; Alsteens et al., 2013a; Bayry et al., 2014). On Candida
yeast cells, hydrophobic tips have been used to directly link surface
hydrophobicity with the expression of i) agglutinin-like sequence pro-
teins (Als) that present conserved hydrophobic domains on C. albicans

(Beaussart et al., 2012) and ii) epithelial adhesin (Epa) on C. glabrata
(El-Kirat-Chatel et al., 2015a), both proteins being involved in adhesion
and cell aggregation. Yet, this approach with SAM-covered tips lacks in
specificity as all molecules presenting hydrophobic domains can po-
tentially interact with the tip. To assess specific receptor-ligand inter-
actions, and understand the complex molecular association and dis-
sociation processes involved in such recognition, AFM tips need to be
decorated with specific biomolecules e.g. lectins, antibodies. Jauvert
et al. have developed a method where tips are first functionalized with
amino groups, then react with aldehyde-phosphorus dendrimers that
serve to graft biomolecules containing free amino functions (Jauvert
et al., 2012). Using this methodology to functionalize tips with the
lectin Concanavalin A, Formosa et al. have highlighted how antibiotics
induce molecular rearrangements in Pseudomonas cell wall, additionally
to morphological and mechanical changes (Formosa et al., 2012). An-
other methodology to covalently attach biomolecules to the tip consists
in immersing the probe in alkanethiols that terminate in carboxyl
functions, which can then be reacted with the amino groups of proteins
using 1-ethyl-3-(3-dimethylaminopropyl)carbodiimide (EDC) and N-
hydroxysuccinimide (NHS) (Dammer et al., 1995; Grandbois et al.,
2000; Herman-Bausier et al., 2018).

Another largely used method is the protocol developed in the group
of Prof. H. Gruber, Linz, Austria. Here, polyethylene glycol (PEG) mo-
lecules react with amino-functionalized tips and present on their other
extremity an aldehyde (or aldehyde precursor) group that will react
with the amino groups of the biomolecules (Ebner et al., 2007, 2008;
Wildling et al., 2011). The elegance of this method resides in several
points: i) the attachment procedure results in covalent binding of the
molecule to the tip, which is then much stronger than the receptor-

Fig. 2. High resolution imaging of peptidoglycan. (A) Deflection images of sacculi from the Gram positive bacteria Bacillus subtilis (left) (Hayhurst et al., 2008) and
Lactococcus lactis (right) (Andre et al., 2010). (B) Different structural organisations observed on the side wall peptidoglycan from B. subtilis in mid-exponential phase
(left) compared to that in stationary phase (right) (Li et al., 2018). (C) High resolution images taken on living Group B Streptococcus reveal a nanoscale net-like surface
architecture (left, middle), and circular arrangement of bands around the pole (right) (Dover et al., 2015). (D) Images of L. lactis living cells also show circular
arrangement of the peptidoglycan at the bacterial pole (left) and periodic bands running parallel to the short cell axis on the bacteria longitudinal side (middle, right)
(Andre et al., 2010). (E) Direct visualisation of glycan strand arrangement in the Gram negative bacteria E. coli envelope, obtained by mounting peptidoglycan
fragments on poly-L-ornithine (Turner et al., 2018). Fig. 2A has been reproduced from (Andre et al., 2010) and (Hayhurst et al., 2008) with permission from Springer
Nature and the National Academy of Sciences. Fig. 2B has been reproduced from (Li et al., 2018) with permission from Frontiers. Fig. 2C has been reproduced from
(Dover et al., 2015) with permission from Springer Nature. Fig. 2D has been reproduced from (Andre et al., 2010) with permission from Springer Nature. Fig. 2E has
been reproduced from (Turner et al., 2018) with permission from Springer Nature.
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ligand force being studied (Grandbois et al., 1999), ii) the quantity of
chemical reagents used ensures that very low density of molecules are
grafted on the tip apex, allowing single-molecule interactions to be
probed, iii) the PEG linker permits to maintain a certain mobility of the
attached molecules which can then freely interact with their receptors,
and iv) inert PEG linkers limit the probability of unspecific interactions
with the biosurface components.

Tip functionalization through PEG linkers has been used to decipher
the molecular organization of several microbial cell walls. For instance,
in complement to the imaging previously described, the peptidoglycan
structure and composition have been revealed by tips functionalized
with lectins or peptidoglycan hydrolases (Andre et al., 2010; Beaussart
et al., 2013c). This molecular mapping is highly accurate and can be
nicely correlated with the detection of peptidoglycan cables observed
on the topographic images of the cell wall as demonstrated on L. lactis
(Andre et al., 2010) and Streptococcus agalactiae (Beaussart et al.,
2014c). Additionally to the detection of structural components, tip
functionalization can be used to detect and manipulate molecules in-
volved in microbial adhesion or in the interaction with the host. Several
examples demonstrate that SMFS is powerful to decipher the mechan-
ical properties of bacterial appendages. Using tips decorated with pili
sub-units, Tripathi et al. were able to specifically probe and unfold pili
on the Gram-positive living bacteria L. rhamnosus GG (LGG) (Tripathi
et al., 2013). The peculiar force signatures obtained presented single
large adhesion force peaks with linear shape and characteristic hor-
izontal force steps. These signatures reflect the nanospring mechanism
by which pili withstand shear forces during bacterial adhesion. This
was further confirmed with tip decorated with milk proteins, the target
of LGG pili for adhesion in dairy (Guerin et al., 2018a,b). Very different
force distance signatures were obtained for the unfoding of pili from
Gram-negative bacteria such as P. aeruginosa and E. coli (Forero et al.,
2006; Beaussart et al., 2014a; Mulansky et al., 2017), resulting in pla-
teaus preceded by a region of zero force, which are most likely due to a
force-induced conformational changes within individual pili.

SMFS with tips functionalized with specific antibodies have also
allowed to decipher the distribution and mechanical properties of
various adhesins expressed at microbial surfaces. For instance, LapA, a
major adhesin of Pseudomonas fluorescens, is able to promote cell ad-
hesion on surfaces of highly different nature (hydrophobic or

hydrophilic) (Hinsa et al., 2003; Duque et al., 2013) (Fig. 3A–C). It
contains a cell wall anchoring domain, 37 repeated sequences and a C-
terminal globular domain. Using SMFS, these repeats were unfolded
under the external force exerted by the AFM tip retraction, which has
led to specific force signatures presenting regular sawtooth patterns (El-
Kirat-Chatel et al., 2014a) (Fig. 3C). Remarkably, the same functiona-
lized tips have revealed bacterial footprints made of adhesins left on the
surface after bacterial adhesion and detachment (El-Kirat-Chatel et al.,
2014b). On Staphylococcus epidermidis, SMFS has been used with fi-
brinogen functionalized tips to decipher the mechanism of the SdrG
adhesion (Herman et al., 2014). This work has shown that SdrG adhesin
recognizes and adheres to human fibrinogen with a remarkable
strength, similar to a covalent bond (i.e. > 2nN), through a so called
“dock, lock and latch” mechanism and therefore promotes bacterial
infection and persistence on medical devices. The same authors de-
monstrate that such strong forces is a recurrent mechanism among
Staphylococcus species, which adhere strongly e.g. to fibrinogen via the
clumping factor A when subjected to mechanical tension (Herman-
Bausier et al., 2018), to collagen via the Cna proteins through a ‘col-
lagen hug mechanism’ (Herman-Bausier et al., 2016) and to collagen via
SdrF proteins (Herman-Bausier and Dufrene, 2016). On yeast cells, the
combination of different specific probes has allowed to determine the
distribution and abundancy of different cell wall glycans -namely
mannosides, glucans and chitin- in three different yeast species (El-
Kirat-Chatel et al., 2013b). This work has led to the conclusion that
glycans are differentially exposed on pathogenic yeast and are linked to
longer polysaccharide chains which may interfere with the recognition
by the host immune system. During infections, adhesion of C. albicans
yeast cells is one important pathogenic factor and is governed by ad-
hesins from the Als family (Dranginis et al., 2007; Hoyer and Cota,
2016). Similarly to LapA from P. fluorescens, Als contains tandem re-
peats that contribute to hydrophobic interactions and a globular head
with an immunoglobulin-like region that promotes adhesion to host
proteins (Otoo et al., 2008; Lipke et al., 2012). The mechanism by
which Als control C. albicans adhesion has been elucidated by SMFS
with AFM tips functionalized with immunoglobulin sequences for
homotypic recognition (Alsteens et al., 2009), anti-V5 antibodies for
epitope-tagged Als recognition (Alsteens et al., 2010), anti-Als anti-
bodies (Beaussart et al., 2012) (Fig. 3D–F) or with a pentapeptide

Fig. 3. Similitude of adhesion mechanism through the expression of adhesins for the bacteria Pseudomonas fluorescens (A–C) and the pathogenic yeast Candida
albicans (D–F). (A, D) Optical images (A: Phase, D: DIC) showing the microscopic adhesion of microorganisms to hydrophobic substrates after several hours of
incubation. (B, E) AFM deflection images of single microorganisms immobilized by trapping in porous membrane or hydrophobic interactions. (C, F) Representative
force-distance curves obtained during the unfolding of adhesins using functionalized antibody tips. Some curves represent single weak epitope recognition and others
feature sawtooth patterns documenting repeated-regions unfolding. Fig. 3A–C have been reproduced from (El-Kirat-Chatel et al., 2014a) and Fig. 3D–F have been
reproduced from (Beaussart et al., 2012) with permission from the American Chemical Society.
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recognized as a host protein (El-Kirat-Chatel et al., 2013a). Consecutive
molecular mapping of Als on live yeast cells have shown that adhesins
are able to cluster to form adhesive patches once they are mechanically
stimulated. This allows the cell to increase local adhesion strength
during either cell-substrate or cell-cell interactions (Alsteens et al.,
2010). The presence of such adhesins clusters has also been observed in
living C. albicans depending on the budding stage of the cells (Formosa
et al., 2015b). Adhesive patches have been reported as well at the
surface of a specific strain of S. cerevisiae, and attributed – via com-
pletementary transcriptomic analyses- to the flocculin proteins FLO11
(Schiavone et al., 2015). Thanks to the immobilization technique de-
veloped by Beaussart et al. for C. albicans after morphogenesis (Fig. 3E),
SMFS has been used to demonstrate that this morphological switch
comes together with an overexposure of Als proteins and mannosides
on the hypha (Beaussart et al., 2012) (Fig. 3E, F). Another study using
SMFS to probe Als on C. albicans has shown that these adhesins are not
only involved in infection but are also overexpressed when cells are
exposed to external stresses, i.e. treatment with the caspofungin anti-
fungal drug. This overexpression of Als leads to cell aggregation to
protect cells from the drug and limits its diffusion (Gregori et al., 2011;
El-Kirat-Chatel et al., 2013a).

3.2. Functionalization strategy allowing orientation of the biomolecules on
the probes

All functionalization methods presented above result in a covalent
linking of the biomolecules to the AFM probes. Although covalent
linkage is robust, these methods graft molecules randomly from any
free amino-group and are not suitable for oriented linkage. When a site-
directed attachment is needed, one can functionalize gold coated AFM
tips with nitrilotriacetic acid (NTA) and use them to graft His-tagged
proteins in an oriented manner (Kienberger et al., 2000). Yet, this
grafting method is less robust as the interaction force between a single
His-6 tag and one NTA group is ~150 pN (Kienberger et al., 2000;
Berquand et al., 2005; Dupres et al., 2009b). Besides using NTA-tips to
graft biomolecules and probe their ligands on cells (Dupres et al.,
2009b), NTA-tips can be directly used to map His-tagged proteins at the
surface of living cells. The role and mechanism of the yeast plasma
membrane mechanosensor Wsc1 was elucidated with this approach
(Schmitt et al., 2000; Heinisch et al., 2010). Yeast cells expressing His-
tagged Wsc1 were probed with NTA-tips and the results showed that
this mechanosensor behaves like a nanospring and forms clusters under
external force stimulation. Moreover, this work has allowed to measure
the thickness of the yeast cell wall, as a minimal length of ~110 nm was
needed for Wsc1 to be detected at the cell surface with NTA-tips
(Dupres et al., 2009a).

Molecular imaging through AFM-based SMFS with probes bearing
specific biomolecules has been powerful over the last two decades to
decipher the organization of microbial surfaces at the individual mo-
lecule level. Although this high resolution method is essential to un-
derstand the mechanisms governing molecular functions and organi-
zations, this approach does not inform on how all surface components
act together to promote cell adhesion. In this context, probing the in-
teractions at the cell level became necessary. To fill this gap, force
spectroscopy was recently adapted to single-cell measurements with the
so-called single-cell force spectroscopy (SCFS). Originally described for
mammalian cells (Helenius et al., 2008), methodologies for SCFS of
microbial cells have been developed in the last decade (Potthoff et al.,
2012; Alsteens et al., 2013b; Beaussart et al., 2013a, 2014b; Potthoff
et al., 2015).

4. Probing microbial adhesion at the single-cell level

The use of AFM tips functionalized with specific probes gives access
to a precise understanding of the biophysical properties of cell wall
associated molecules and have offered the possibility to directly link the

molecular structures with their function. Yet, this approach at high
resolution is not adapted when one wants to characterize cell surface
mechanisms at the whole cell level. AFM-based force spectroscopy can
also be applied to force measurements at the whole cell level with the
developed single-cell force spectroscopy mode (Benoit and Gaub, 2002;
Helenius et al., 2008). In this mode, instead of having a tip on the
cantilever probing the surface, tipless cantilevers are used to attach
single cell and measure their interactions towards biotic or abiotic
surfaces. This technique has been first developed for large mammalian
cells in order to understand the adhesion mechanisms to the extra-
cellular matrix (Helenius et al., 2008). In microbiology, SCFS of yeast
cells has also been achieved with tipless cantilevers. As for mammalian
cells, yeast cells can be attached on cantilevers coated with the lectin
Concanavalin A that binds mannosides on the cell surface (Helenius
et al., 2008; Te Riet et al., 2017). Te Riet et al. used this methodology to
probe single C. albicans towards the surface of dendritic cells to de-
monstrate the role of N-glycans in the recognition by the dendritic cell-
specific ICAM-3-Grabbing Non-Integrin (DC-SIGN) receptors of the host
(Te Riet et al., 2017). Another approach to attach cells is to coat can-
tilevers with polydopamine, a marine-inspired bioadhesive known to
adhere on any type of surfaces without denaturing biological samples
(Lee et al., 2007). With polydopamine coated cantilevers, El-Kirat-
Chatel and Dufrêne measured the interaction forces between single C.
albicans cells and the surface of the immune cells, e.g. macrophages. By
injecting inhibitors in the AFM fluid cell during the measurement, they
have highlighted the major role of mannose recognition in the initial
steps leading to phagocytosis (El-Kirat-Chatel and Dufrene, 2016).
Alsteens et al. have demonstrated the importance of C. albicans Als
adhesins for adhesion to abiotic surfaces of different hydrophobicity
and to fibronectin (Alsteens et al., 2013b) as well as for cell aggregation
through homotypic interaction (Alsteens et al., 2007). Similarly, the
role Flo adhesins involved in cell aggregation of S. cerevisiae have been
deciphered by SCFS (El-Kirat-Chatel et al., 2015b; Chan et al., 2016).
The importance of amyloid interactions during Flo-mediated aggrega-
tion was demonstrated through the injection of Thioflavin T, a marker
of amyloid aggregation’ (Chan et al., 2016). SCFS has been used also to
understand how Epa adhesins promote adhesion of the fungal pathogen
to medical surfaces (El-Kirat-Chatel et al., 2015a). In this study, C.
glabrata WT and mutant cells were probed towards hydrophobic or
hydrophilic model surfaces and the results showed that Epa are mostly
involved in the adhesion on hydrophobic substrates (El-Kirat-Chatel
et al., 2015a). Using the same polydopamine grafting methodology, the
filamentous fungi A. fumigatus was attached to the AFM cantilever
under its dormant spore and germinated forms (Beaussart et al., 2015).
The authors were then able to determine the importance of the newly
discovered polysaccharide galactosaminogalactan (GAG) (Fontaine
et al., 2011; Gravelat et al., 2013) in the adherence of the pathogen to a
variety of substrates, including its biological target: the mammalian
cells pneumocytes (Beaussart et al., 2015).

Concerning bacteria, tipless cantilevers coated with polydopamine
or CellTak, a commercial wet cell adhesive, have been used to probe the
interaction of e.g. Staphylococcus xylosus, S. epidermidis, P. fluorescens, E.
coli, L. plantarum, L. rhamnosus GG or Streptococcus mutans towards
different abiotic surfaces (Kang and Elimelech, 2009; Beaussart et al.,
2013a; El-Kirat-Chatel et al., 2014a; Sullan et al., 2014; Zeng et al.,
2014; Sullan et al., 2015). All these examples reveal the versatility of
AFM-based SCFS to measure interactions between cells and substrates.
Yet, as bacteria are small (usually at least one dimension < 1 µm), it
has been stated that it is difficult to precisely position the cell at the
apex of the cantilever and to avoid aspecific interactions coming from
direct contact between the cantilever and the substrate (Beaussart et al.,
2014b; Mulansky et al., 2017). To overcome this limitation, the pre-
paration of colloidal probes where silica spheres are glued to tipless
cantilever is a good alternative (Fig. 4). This approach allows a precise
positioning of the bacteria and increases lifespan of the attached bac-
teria (Beaussart et al., 2014b; Mulansky et al., 2017). The proof of
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concept of this method was first obtained with L. plantarum cells probed
towards hydrophobic or lectin-covered surfaces (Fig. 4A). In the context
of mixed biofilms, this SCFS method adapted to bacteria has served to
characterize the interaction between S. epidermidis and C. albicans hy-
phae (Beaussart et al., 2013b) (Fig. 4E). Combined to the SMFS analysis
described, SCFS has been used to understand how different Staphylo-
cocci adhesins work at the whole cell level to promote adhesion to host
proteins (Herman et al., 2014; Herman-Bausier and Dufrene, 2016;
Herman-Bausier et al., 2016; Herman-Bausier et al., 2018). SCFS has
been also essential to decipher the multipotent adhesiveness of LapA in
P. fluorescens by probing several mutant strains towards surfaces pre-
senting different chemical properties (El-Kirat-Chatel et al., 2014a)
(Fig. 4B). It also allowed to better understand how pili from both Gram-
positive (Sullan et al., 2014) and Gram-negative bacteria (Beaussart
et al., 2014a; Beaussart et al., 2016) regulate bacterial adhesion to
abiotic surfaces as well as mammalian cells (Fig. 4C, D).

Although SCFS presents several advantages as listed above, a main
drawback of the technique is the lack of measurements that one can
perform on different cells due to the time-consumption and complexity
of the methodology. The Zambelli group, from ETH, Switzerland, has
proposed an alternative by developing the so-called AFM-derived
FluidFM, a method based on micro-nano-fluidics with hollow canti-
levers to pick-up single cells by underpressure (Meister et al., 2009;
Guillaume-Gentil et al., 2014; Amarouch et al., 2018). First developed
with microchannels, it has been used for spatial manipulation of yeast
by applying successively negative and positive pressures at the apex of
the cantilever touching the cell surface (Dorig et al., 2010). The tech-
nique allows for high throughput screening as the same cantilever can
be used successively to probe several microbes. In that sense, it has
been used to quantify the adhesion of C. albicans towards hydrophobic
surfaces and the authors were able to probe 200 cells with the same
cantilever (Potthoff et al., 2012). The same principle was used to dis-
place E. coli bacteria (Dorig et al., 2010). More recently, the

development of cantilevers with nanochannels allows now to quantify
the adhesion force of bacteria of different shapes and sizes, e.g. E. coli
and Streptococcus pyogenes (Potthoff et al., 2015).

5. Conclusions

Since its initial development for material science, AFM has con-
stantly evolved and allows now to analyse almost any biological sample
in physiological conditions. As shown here, the capability of AFM to
image living cells at high resolution and to sense small interaction
forces has conducted to a precise description and understanding of the
microbial cell surfaces topographies and their interface molecular me-
chanisms. Most recent AFM instruments can potentially be combined to
optical/photonics microscopy tools. However, the development of
correlated instruments (e.g. AFM coupled to single-molecule fluores-
cence microscopy) is still at its infancy and would still require tech-
nological improvement to be easily and fully operational. Such progress
would enlarge our vision of the biomolecular and biophysical me-
chanisms taking place in living cell and would help to draw the big
picture of the cellular dynamics. Although it offers high spatial re-
solution and force sensitivity, the use of the different modes described
in this Review is time consuming and not suitable for sample screening
or high statistic content. Yet, several laboratories- or compagnies-have
focused their efforts on the development of new modes to get rid of the
slowness of the cantilever movement in traditional AFM modes. As
such, high speed AFM and fast scanning modes allow now to image
–with unprecedented time resolution- the dynamic of isolated mole-
cular structures or cell surface rearrangements in real time. Recent
emergence of ultrastable instruments has also enable to limit thermal
drift and therefore to improve spatial resolution. Additionally, recent
developments have rendered possible the acquisition of multi-
parametric AFM features to characterize biological samples. This new
approach permits to measure simultaneously and to correlate high

Fig. 4. Single-cell force spectroscopy method to decipher bacterial adhesion mechanisms. The main surface components involved in the interactions are (A) bacterial
polysaccharides, (B) adhesins, (C, D) pili, (E) multiple biomolecules in the case of two interacting microbes and (F) tethers formed by host cell membrane elongation
in the case of host/microbes adhesion.
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resolution images with the mechanical properties and adhesiveness of
the sample. Although multiparametric AFM cannot always give access
to single molecule unfolding (e.g. for long polymers or whole cell ad-
hesion forces) due to the high velocity of the tip approach and retrac-
tion in such modes, it greatly increases the potential of AFM to address
relevant biological questions.

Finally, parallel applications have also emanated which multiply the
possibilities offered by AFM in biology. For instance AFM cantilevers
have been used as sensors. In that sense, by monitoring cantilever
fluctuation, it is now possible to weight cells and monitor their mass
fluctuation under metabolic reactions, to sense mitochondrial activity
or to assess bacterial resistance to antibiotics.

Declaration of Competing Interest

The authors declare that they have no known competing financial
interests or personal relationships that could have appeared to influ-
ence the work reported in this paper.

References

Allison, David P., Sullivan, Claretta J., Mortensen, Ninell Pollas, Retterer, Scott T.,
Doktycz, Mitchel, 2011;al.,. Bacterial immobilization for imaging by atomic force
microscopy. JoVE(54). https://doi.org/10.3791/2880.

Alsteens, D., Dague, E., Rouxhet, P.G., Baulard, A.R., Dufrene, Y.F., 2007. Direct mea-
surement of hydrophobic forces on cell surfaces using AFM. Langmuir 23,
11977–11979.

Alsteens, D., Dupres, V., Klotz, S.A., Gaur, N.K., Lipke, P.N., Dufrene, Y.F., 2009.
Unfolding individual Als5p adhesion proteins on live cells. ACS Nano 3, 1677–1682.

Alsteens, D., Garcia, M.C., Lipke, P.N., Dufrene, Y.F., 2010. Force-induced formation and
propagation of adhesion nanodomains in living fungal cells. Proc. Natl. Acad. Sci.
U.S.A. 107, 20744–20749.

Alsteens, D., Aimanianda, V., Hegde, P., Pire, S., Beau, R., Bayry, J., Latge, J.P., Dufrene,
Y.F., 2013a. Unraveling the nanoscale surface properties of chitin synthase mutants
of aspergillus fumigatus and their biological implications. Biophys. J. 105, 320–327.

Alsteens, D., Beaussart, A., Derclaye, S., El-Kirat-Chatel, S., Park, H.R., Lipke, P.N.,
Dufrene, Y.F., 2013b. Single-cell force spectroscopy of Als-mediated fungal adhesion.
Anal. Methods 5, 3657–3662.

Amarouch, M. Y., El Hilaly, J., Mazouzi, D., 2018. AFM and FluidFM Technologies:
Recent Applications in Molecular and Cellular Biology. Scanning.

Andre, G., Kulakauskas, S., Chapot-Chartier, M.P., Navet, B., Deghorain, M., Bernard, E.,
Hols, P., Dufrene, Y.F., 2010. Imaging the nanoscale organization of peptidoglycan in
living Lactococcus lactis cells. Nat. Commun. 1.

Arfsten, J., Leupold, S., Bradtmoller, C., Kampen, I., Kwade, A., 2010. Atomic force mi-
croscopy studies on the nanomechanical properties of Saccharomyces cerevisiae.
Colloids Surf. B-Biointerfaces 79, 284–290.

Bayry, J., Beaussart, A., Dufrene, Y.F., Sharma, M., Bansal, K., Kniemeyer, O.,
Aimanianda, V., Brakhage, A.A., Kaveri, S.V., Kwon-Chung, K.J., Latge, J.P.,
Beauvais, A., 2014. Surface structure characterization of aspergillus fumigatus con-
idia mutated in the melanin synthesis pathway and their human cellular immune
response. Infect. Immun. 82, 3141–3153.

Beaussart, A., Alsteens, D., El-Kirat-Chatel, S., Lipke, P.N., Kucharikova, S., Van Dijck, P.,
Dufrene, Y.F., 2012. Single-molecule imaging and functional analysis of als adhesins
and mannans during Candida albicans morphogenesis. ACS Nano 6, 10950–10964.

Beaussart, A., El-Kirat-Chatel, S., Herman, P., Alsteens, D., Mahillon, J., Hols, P., Dufrene,
Y.F., 2013a. Single-cell force spectroscopy of probiotic bacteria. Biophys. J . 104,
1886–1892.

Beaussart, A., Herman, P., El-Kirat-Chatel, S., Lipke, P.N., Kucharikova, S., Van Dijck, P.,
Dufrene, Y.F., 2013b. Single-cell force spectroscopy of the medically important
Staphylococcus epidermidis-Candida albicans interaction. Nanoscale 5, 10894–10900.

Beaussart, A., Rolain, T., Duchene, M.C., El-Kirat-Chatel, S., Andre, G., Hols, P., Dufrene,
Y.F., 2013c. Binding mechanism of the peptidoglycan hydrolase Acm2: low affinity,
broad specificity. Biophys. J. 105, 620–629.

Beaussart, A., Baker, A.E., Kuchma, S.L., El-Kirat-Chatel, S., O'Toole, G.A., Dufrene, Y.F.,
2014a. Nanoscale adhesion forces of Pseudomonas aeruginosa type IV Pili. ACS Nano
8, 10723–10733.

Beaussart, A., El-Kirat-Chatel, S., Sullan, R.M.A., Alsteens, D., Herman, P., Derclaye, S.,
Dufrene, Y.F., 2014b. Quantifying the forces guiding microbial cell adhesion using
single-cell force spectroscopy. Nat. Protoc. 9, 1049–1055.

Beaussart, A., Pechoux, C., Trieu-Cuot, P., Hols, P., Mistou, M.Y., Dufrene, Y.F., 2014c.
Molecular mapping of the cell wall polysaccharides of the human pathogen
Streptococcus agalactiae. Nanoscale 6, 14820–14827.

Beaussart, A., El-Kirat-Chatel, S., Fontaine, T., Latge, J.P., Dufrene, Y.F., 2015. Nanoscale
biophysical properties of the cell surface galactosaminogalactan from the fungal
pathogen Aspergillus fumigatus. Nanoscale 7, 14996–15004.

Beaussart, A., Abellan-Flos, M., El-Kirat-Chatel, S., Vincent, S.P., Dufrene, Y.F., 2016.
Force nanoscopy as a versatile platform for quantifying the activity of antiadhesion
compounds targeting bacterial pathogens. Nano Lett. 16, 1299–1307.

Beckmann, M.A., Venkataraman, S., Doktycz, M.J., Nataro, J.P., Sullivan, C.J., Morrell-

Falvey, J.L., Allison, D.P., 2006. Measuring cell surface elasticity on en-
teroaggregative Escherichia coli wild type and dispersin mutant by AFM.
Ultramicroscopy 106, 695–702.

Benoit, M., Gaub, H.E., 2002. Measuring cell adhesion forces with the atomic force mi-
croscope at the molecular level. Cells Tissues Organs 172, 174–189.

Berquand, A., Xia, N., Castner, D.G., Clare, B.H., Abbott, N.L., Dupres, V., Adriaensen, Y.,
Dufrene, Y.F., 2005. Antigen binding forces of single antilysozyme Fv fragments
explored by atomic force microscopy. Langmuir 21, 5517–5523.

Binnig, G., Quate, C.F., Gerber, C., 1986. Atomic force microscope. Phys. Rev. Lett. 56,
930–933.

Braga, P.C., Ricci, D., 2002. Differences in the susceptibility of Streptococcus pyogenes to
rokitamycin and erythromycin A revealed by morphostructural atomic force micro-
scopy. J. Antimicrob. Chemother. 50, 457–460.

Canetta, E., Adya, A.K., Walker, G.M., 2006. Atomic force microscopic study of the effects
of ethanol on yeast cell surface morphology. FEMS Microbiol. Lett. 255, 308–315.

Chan, C.X.J., El-Kirat-Chatel, S., Joseph, I.G., Jackson, D.N., Ramsook, C.B., Dufrene, Y.F.,
Lipke, P.N., 2016. Force sensitivity in Saccharomyces cerevisiae flocculins.
Msphere 1.

Chen, P.P., Xu, L.P., Liu, J., Hol, F.J.H., Keymer, J.E., Taddei, F., Han, D., Lindner, A.B.,
2014. Nanoscale probing the kinetics of oriented bacterial cell growth using atomic
force microscopy. Small 10, 3018–3025.

Colville, K., Tompkins, N., Rutenberg, A.D., Jericho, M.H., 2010. Effects of Poly(l-lysine)
substrates on attached Escherichia coli bacteria. Langmuir 26, 2639–2644.

da Silva, A., Teschke, O., 2003. Effects of the antimicrobial peptide PGLa on live
Escherichia coli. Biochim. Et Biophys. Acta-Mol. Cell Res. 1643, 95–103.

Dague, E., Alsteens, D., Latge, J.P., Verbelen, C., Raze, D., Baulard, A.R., Dufrene, Y.F.,
2007. Chemical force microscopy of single live cells. Nano Lett. 7, 3026–3030.

Dague, E., Alsteens, D., Latge, J.P., Dufrene, Y.F., 2008. High-resolution cell surface dy-
namics of germinating Aspergillus fumigatus conidia. Biophys. J. 94, 656–660.

Dague, E., Bitar, R., Ranchon, H., Durand, F., Yken, H.M., Francois, J.M., 2010. An atomic
force microscopy analysis of yeast mutants defective in cell wall architecture. Yeast
27, 673–684.

Dammer, U., Popescu, O., Wagner, P., Anselmetti, D., Guntherodt, H.J., Misevic, G.N.,
1995. Binding strength between cell-adhesion proteoglycans measured by atomic-
force microscopy. Science 267, 1173–1175.

Dhahri, S., Ramonda, M., Marliere, C., 2013. In-situ determination of the mechanical
properties of gliding or non-motile bacteria by atomic force microscopy under phy-
siological conditions without immobilization. Plos One 8.

Diaz, C., Schilardi, P.L., Salvarezza, R.C., de Mele, M.F.L., 2011. Have flagella a preferred
orientation during early stages of biofilm formation?: AFM study using patterned
substrates. Colloids Surf. B-Biointerfaces 82, 536–542.

Doktycz, M.J., Sullivan, C.J., Hoyt, P.R., Pelletier, D.A., Wu, S., Allison, D.P., 2003. AFM
imaging of bacteria in liquid media immobilized on gelatin coated mica surfaces.
Ultramicroscopy 97, 209–216.

Dorig, P., Stiefel, P., Behr, P., Sarajlic, E., Bijl, D., Gabi, M., Voros, J., Vorholt, J.A.,
Zambelli, T., 2010. Force-controlled spatial manipulation of viable mammalian cells
and micro-organisms by means of FluidFM technology. Appl. Phys. Lett. 97.

Dover, R.S., Bitler, A., Shimoni, E., Trieu-Cuot, P., Shai, Y., 2015. Multiparametric AFM
reveals turgor-responsive net-like peptidoglycan architecture in live streptococci.
Nat. Commun. 6.

Dranginis, A.M., Rauceo, J.M., Coronado, J.E., Lipke, P.N., 2007. A biochemical guide to
yeast adhesins: glycoproteins for social and antisocial occasions. Microbiol. Mol. Biol.
Rev. 71, 282-+.

Dufrene, Y.F., 2015. Sticky microbes: forces in microbial cell adhesion. Trends Microbiol.
23, 376–382.

Dufrene, Y.F., Ando, T., Garcia, R., Alsteens, D., Martinez-Martin, D., Engel, A., Gerber,
C., Muller, D.J., 2017. Imaging modes of atomic force microscopy for application in
molecular and cell biology. Nat. Nanotechnol. 12, 295–307.

Dupres, V., Alsteens, D., Wilk, S., Hansen, B., Heinisch, J.J., Dufrene, Y.F., 2009a. The
yeast Wsc1 cell surface sensor behaves like a nanospring in vivo. Nat. Chem. Biol. 5,
857–862.

Dupres, V., Verbelen, C., Raze, D., Lafont, F., Dufrene, Y.F., 2009b. Force spectroscopy of
the interaction between mycobacterial adhesins and heparan sulphate proteoglycan
receptors. ChemPhysChem 10, 1672–1675.

Dupres, V., Alsteens, D., Andre, G., Dufrene, Y.F., 2010. Microbial nanoscopy: a closer
look at microbial cell surfaces. Trends Microbiol. 18, 397–405.

Dupres, V., Heinisch, J.J., Dufrene, Y.F., 2011. Atomic force microscopy demonstrates
that disulfide bridges are required for clustering of the yeast cell wall integrity sensor
Wsc1. Langmuir 27, 15129–15134.

Duque, E., de la Torre, J., Bernal, P., Molina-Henares, M.A., Alaminos, M., Espinosa-
Urgel, M., Roca, A., Fernandez, M., de Bentzmann, S., Ramos, J.L., 2013.
Identification of reciprocal adhesion genes in pathogenic and non-pathogenic
Pseudomonas. Environ. Microbiol. 15, 36–48.

Ebner, A., Wildling, L., Kamruzzahan, A.S.M., Rankl, C., Wruss, J., Hahn, C.D., Holzl, M.,
Zhu, R., Kienberger, F., Blaas, D., Hinterdorfer, P., Gruber, H.J., 2007. A new, simple
method for linking of antibodies to atomic force microscopy tips. Bioconjug. Chem.
18, 1176–1184.

Ebner, A., Wildling, L., Zhu, R., Rankl, C., Haselgrubler, T., Hinterdorfer, P., Gruber, H. J.,
In Stm and Afm Studies On, ed. Samori, P., 2008, Vol. 285, pp. 29–76.

El-Kirat-Chatel, S., Beaussart, A., Alsteens, D., Jackson, D.N., Lipke, P.N., Dufrene, Y.F.,
2013a. Nanoscale analysis of caspofungin-induced cell surface remodelling in
Candida albicans. Nanoscale 5, 1105–1115.

El-Kirat-Chatel, S., Beaussart, A., Alsteens, D., Sarazin, A., Jouault, T., Dufrene, Y.F.,
2013b. Single-molecule analysis of the major glycopolymers of pathogenic and non-
pathogenic yeast cells. Nanoscale 5, 4855–4863.

El-Kirat-Chatel, S., Beaussart, A., Boyd, C.D., O'Toole, G.A., Dufrene, Y.F., 2014a. Single-

A. Beaussart and S. El-Kirat-Chatel The Cell Surface 5 (2019) 100031

8

https://doi.org/10.3791/2880
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0010
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0010
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0010
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0015
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0015
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0020
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0020
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0020
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0025
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0025
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0025
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0030
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0030
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0030
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0040
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0040
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0040
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0045
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0045
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0045
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0050
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0050
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0050
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0050
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0050
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0055
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0055
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0055
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0060
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0060
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0060
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0065
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0065
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0065
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0070
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0070
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0070
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0075
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0075
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0075
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0080
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0080
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0080
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0085
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0085
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0085
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0090
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0090
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0090
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0095
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0095
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0095
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0100
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0100
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0100
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0100
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0105
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0105
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0110
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0110
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0110
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0115
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0115
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0120
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0120
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0120
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0125
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0125
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0130
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0130
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0130
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0135
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0135
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0135
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0140
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0140
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0145
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0145
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0150
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0150
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0155
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0155
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0160
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0160
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0160
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0165
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0165
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0165
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0170
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0170
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0170
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0175
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0175
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0175
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0180
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0180
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0180
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0185
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0185
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0185
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0190
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0190
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0190
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0195
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0195
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0195
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0200
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0200
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0205
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0205
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0205
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0210
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0210
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0210
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0215
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0215
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0215
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0220
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0220
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0225
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0225
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0225
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0230
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0230
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0230
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0230
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0235
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0235
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0235
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0235
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0245
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0245
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0245
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0250
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0250
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0250
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0255


cell and single-molecule analysis deciphers the localization, adhesion, and mechanics
of the biofilm adhesin LapA. ACS Chem. Biol. 9, 485–494.

El-Kirat-Chatel, S., Boyd, C.D., O'Toole, G.A., Dufrene, Y.F., 2014b. Single-molecule
analysis of Pseudomonas fluorescens footprints. ACS Nano 8, 1690–1698.

El-Kirat-Chatel, S., Beaussart, A., Derclaye, S., Alsteens, D., Kucharikova, S., Van Dijck, P.,
Dufrene, Y.F., 2015a. Force nanoscopy of hydrophobic interactions in the fungal
pathogen Candida glabrata. ACS Nano 9, 1648–1655.

El-Kirat-Chatel, S., Beaussart, A., Vincent, S.P., Flos, M.A., Hols, P., Lipke, P.N., Dufrene,
Y.F., 2015b. Forces in yeast flocculation. Nanoscale 7, 1760–1767.

El-Kirat-Chatel, S., Dufrene, Y.F., 2016. Nanoscale adhesion forces between the fungal
pathogen Candida albicans and macrophages. Nanoscale Horiz. 1, 69–74.

Eskandarian, H.A., Odermatt, P.D., Ven, J.X.Y., Hannebelle, M.T.M., Nievergelt, A.P.,
Dhar, N., McKinney, J.D., Fantner, G.E., 2017. Division site selection linked to in-
herited cell surface wave troughs in mycobacteria. Nat. Microbiol. 2.

Fantner, G.E., Barbero, R.J., Gray, D.S., Belcher, A.M., 2010. Kinetics of antimicrobial
peptide activity measured on individual bacterial cells using high-speed atomic force
microscopy. Nat. Nanotechnol. 5, 280–285.

Fontaine, T., Delangle, A., Simenel, C., Coddeville, B., van Vliet, S.J., van Kooyk, Y.,
Bozza, S., Moretti, S., Schwarz, F., Trichot, C., Aebi, M., Delepierre, M., Elbim, C.,
Romani, L., Latge, J.P., 2011. Galactosaminogalactan, a New Immunosuppressive
Polysaccharide of Aspergillus fumigatus. PLoS Pathog. 7.

Forero, M., Yakovenko, O., Sokurenko, E.V., Thomas, W.E., Vogel, V., 2006. Uncoiling
mechanics of Escherichia coli type I fimbriae are optimized for catch bonds. PLoS
Biol. 4, 1509–1516.

Formosa, C., Grare, M., Jauvert, E., Coutable, A., Regnouf-de-Vains, J.B., Mourer, M.,
Duval, R.E., Dague, E., 2012. Nanoscale analysis of the effects of antibiotics and CX1
on a Pseudomonas aeruginosa multidrug- resistant strain. Sci. Rep. 2.

Formosa, C., Schiavone, M., Martin-Yken, H., Francois, J.M., Duval, R.E., Dague, E., 2013.
Nanoscale effects of caspofungin against two yeast species, Saccharomyces cerevisiae
and Candida albicans. Antimicrob. Agents Chemother. 57, 3498–3506.

Formosa, C., Pillet, F., Schiavone, M., Duval, R.E., Ressier, L., Dague, E., 2015a.
Generation of living cell arrays for atomic force microscopy studies. Nat. Protoc. 10,
199–204.

Formosa, C., Schiavone, M., Boisrame, A., Richard, M.L., Duval, R.E., Dague, E., 2015b.
Multiparametric imaging of adhesive nanodomains at the surface of Candida albicans
by atomic force microscopy. Nanomed. Nanotechnol. Biol. Med. 11, 57–65.

Francius, G., Domenech, O., Mingeot-Leclercq, M.P., Dufrene, Y.F., 2008. Direct ob-
servation of staphylococcus aureus cell wall digestion by Lysostaphin. J. Bacteriol.
190, 7904–7909.

Francius, G., Polyakov, P., Merlin, J., Abe, Y., Ghigo, J.M., Merlin, C., Beloin, C., Duval,
J.F.L., 2011. Bacterial surface appendages strongly impact nanomechanical and
electrokinetic properties of escherichia coli cells subjected to osmotic stress. PLoS
ONE 6.

Gillis, A., Dupres, V., Delestrait, G., Mahillon, J., Dufrene, Y.F., 2012a. Nanoscale imaging
of Bacillus thuringiensis flagella using atomic force microscopy. Nanoscale 4,
1585–1591.

Gillis, A., Dupres, V., Mahillon, J., Dufrene, Y.F., 2012b. Atomic force microscopy: a
powerful tool for studying bacterial swarming motility. Micron 43, 1304–1311.

Grandbois, M., Beyer, M., Rief, M., Clausen-Schaumann, H., Gaub, H.E., 1999. How strong
is a covalent bond? Science 283, 1727–1730.

Grandbois, M., Dettmann, W., Benoit, M., Gaub, H.E., 2000. Affinity imaging of red blood
cells using an atomic force microscope. J. Histochem. Cytochem. 48, 719–724.

Gravelat, F.N., Beauvais, A., Liu, H., Lee, M.J., Snarr, B.D., Chen, D., Xu, W.J., Kravtsov,
I., Hoareau, C.M.Q., Vanier, G., Urb, M., Campoli, P., Al Abdallah, Q., Lehoux, M.,
Chabot, J.C., Ouimet, M.C., Baptista, S.D., Fritz, J.H., Nierman, W.C., Latge, J.P.,
Mitchell, A.P., Filler, S.G., Fontaine, T., Sheppard, D.C., 2013. Aspergillus galacto-
saminogalactan mediates adherence to host constituents and conceals hyphal beta-
glucan from the immune system. PLoS Pathog. 9.

Gregori, C., Glaser, W., Frohner, I.E., Reinoso-Martin, C., Rupp, S., Schuller, C., Kuchler,
K., 2011. Efg1 controls caspofungin-induced cell aggregation of candida albicans
through the adhesin Als1. Eukaryot. Cell 10, 1694–1704.

Guerin, J., Burgain, J., Francius, G., El-Kirat-Chatel, S., Beaussart, A., Scher, J., Gaiani, C.,
2018a. Adhesion of Lactobacillus rhamnosus GG surface biomolecules to milk pro-
teins. Food Hydrocolloids 82, 296–303.

Guerin, J., Soligot, C., Burgain, J., Huguet, M., Francius, G., El-Kirat-Chatel, S., Gomand,
F., Lebeer, S., Le Roux, Y., Borges, F., Scher, J., Gaiani, C., 2018b. Adhesive inter-
actions between milk fat globule membrane and Lactobacillus rhamnosus GG inhibit
bacterial attachment to Caco-2 TC7 intestinal cell. Colloids Surf. B-Biointerfaces 167,
44–53.

Guillaume-Gentil, O., Potthoff, E., Ossola, D., Franz, C.M., Zambelli, T., Vorholt, J.A.,
2014. Force-controlled manipulation of single cells: from AFM to FluidFM. Trends
Biotechnol. 32, 381–388.

Gunther, T.J., Suhr, M., Raff, J., Pollmann, K., 2014. Immobilization of microorganisms
for AFM studies in liquids. RSC Adv. 4, 51156–51164.

Hayhurst, E.J., Kailas, L., Hobbs, J.K., Foster, S.J., 2008. Cell wall peptidoglycan archi-
tecture in Bacillus subtilis. Proc. Natl. Acad. Sci. U.S.A. 105, 14603–14608.

Heinisch, J.J., Dupres, V., Alsteens, D., Dufrene, Y.F., 2010. Measurement of the me-
chanical behavior of yeast membrane sensors using single-molecule atomic force
microscopy. Nat. Protoc. 5, 670–677.

Helenius, J., Heisenberg, C.P., Gaub, H.E., Muller, D.J., 2008. Single-cell force spectro-
scopy. J. Cell Sci. 121, 1785–1791.

Herman-Bausier, P., Dufrene, Y.F., 2016. Atomic force microscopy reveals a dual col-
lagen-binding activity for the staphylococcal surface protein SdrF. Mol. Microbiol.
99, 611–621.

Herman-Bausier, P., Valotteau, C., Pietrocola, G., Rindi, S., Alsteens, D., Foster, T.J.,
Speziale, P., Dufrene, Y.F., 2016. Mechanical strength and inhibition of the

Staphylococcus aureus collagen-binding protein cna. Mbio 7.
Herman-Bausier, P., Labate, C., Towell, A.M., Derclaye, S., Geoghegan, J.A., Dufrene,

Y.F., 2018. Staphylococcus aureus clumping factor A is a force-sensitive molecular
switch that activates bacterial adhesion. Proc. Natl. Acad. Sci. U.S.A. 115,
5564–5569.

Herman, P., El-Kirat-Chatel, S., Beaussart, A., Geoghegan, J.A., Foster, T.J., Dufrene, Y.F.,
2014. The binding force of the staphylococcal adhesin SdrG is remarkably strong.
Mol. Microbiol. 93, 356–368.

Hinsa, S.M., Espinosa-Urgel, M., Ramos, J.L., O'Toole, G.A., 2003. Transition from re-
versible to irreversible attachment during biofilm formation by Pseudomonas fluor-
escens WCS365 requires an ABC transporter and a large secreted protein. Mol.
Microbiol. 49, 905–918.

Hinterdorfer, P., Dufrene, Y.F., 2006. Detection and localization of single molecular re-
cognition events using atomic force microscopy. Nat. Methods 3, 347–355.

Hoyer, L.L., Cota, E., 2016. Candida albicans agglutinin-like sequence (AIs) family
vignettes: a review of ais protien structure and function. Front. Microbiol. 7.

Jacquot, A., Sakamoto, C., Razafitianamarahavo, A., Caillet, C., Merlin, J., Fahs, A.,
Ghigo, J.M., Duval, J.F.L., Beloin, C., Francius, G., 2014. The dynamics and pH-de-
pendence of Ag43 adhesins' self-association probed by atomic force spectroscopy.
Nanoscale 6, 12665–12681.

Jauvert, E., Dague, E., Severac, M., Ressier, L., Caminade, A.M., Majoral, J.P., Trevisiol,
E., 2012. Probing single molecule interactions by AFM using bio-functionalized
dendritips. Sens. Actuat. B-Chem. 168, 436–441.

Jonas, Kristina, Tomenius, Henrik, Kader, Abdul, Normark, Staffan, Römling, Ute, Belova,
Lyubov M, Melefors, Öjar, 2007. Roles of curli, cellulose and BapA in Salmonella
biofilm morphology studied by atomic force microscopy. BMC Microbiol. 7 (1), 70.
https://doi.org/10.1186/1471-2180-7-70.

Kang, S., Elimelech, M., 2009. Bioinspired single bacterial cell force spectroscopy.
Langmuir 25, 9656–9659.

Kasas, S., Ikai, A., 1995. A method for anchoring round shaped cells for atomic force
microscope imaging. Biophys. J. 68, 1678–1680.

Kienberger, F., Pastushenko, V.P., Kada, G., Gruber, H.J., Riener, C., Schindler, H.,
Hinterdorfer, P., 2000. Static and dynamical properties of single poly(Ethylene
Glycol) molecules investigated by force spectroscopy. Single Molecules 1, 123–128.

Krapf, M.E.M., Lartiges, B., Merlin, C., Francius, G., Ghanbaja, J., Duval, J.F.L., 2016.
Deciphering the aggregation mechanism of bacteria (Shewanella oneidensis MR1) in
the presence of polyethyleneimine: effects of the exopolymeric superstructure and
polymer molecular weight. Colloids Surf. B-Biointerfaces 139, 285–293.

Lee, H., Dellatore, S.M., Miller, W.M., Messersmith, P.B., 2007. Mussel-inspired surface
chemistry for multifunctional coatings. Science 318, 426–430.

Li, K., Yuan, X.X., Sun, H.M., Zhao, L.S., Tang, R.C., Chen, Z.H., Qin, Q.L., Chen, X.L.,
Zhang, Y.Z., Su, H.N., 2018. Atomic Force Microscopy of Side Wall and Septa
Peptidoglycan From Bacillus subtilis Reveals an Architectural Remodeling During
Growth. Front. Microbiol. 9.

Lipke, P.N., Garcia, M.C., Alsteens, D., Ramsook, C.B., Klotz, S.A., Dufrene, Y.F., 2012.
Strengthening relationships: amyloids create adhesion nanodomains in yeasts. Trends
Microbiol. 20, 59–65.

Meister, A., Gabi, M., Behr, P., Studer, P., Voros, J., Niedermann, P., Bitterli, J., Polesel-
Maris, J., Liley, M., Heinzelmann, H., Zambelli, T., 2009. FluidFM: combining atomic
force microscopy and nanofluidics in a universal liquid delivery system for single cell
applications and beyond. Nano Lett. 9, 2501–2507.

Mulansky, S., Saballus, M., Friedrichs, J., Bley, T., Boschke, E., 2017. A novel protocol to
prepare cell probes for the quantification of microbial adhesion and biofilm initiation
on structured bioinspired surfaces using AFM for single-cell force spectroscopy. Eng.
Life Sci. 17, 833–840.

Niu, Y.P., Lin, X.H., Dong, S.J., Yuan, Q.P., Li, H., 2016. Indentation with atomic force
microscope, Saccharomyces cerevisiae cell gains elasticity under ethanol stress. Int. J.
Biochem. Cell Biol. 79, 337–344.

Otoo, H.N., Lee, K.G., Qiu, W.G., Lipke, P.N., 2008. Candida albicans Als adhesins have
conserved amyloid-forming sequences. Eukaryot. Cell 7, 776–782.

Peric, O., Hannebelle, M., Adams, J.D., Fantner, G.E., 2017. Microfluidic bacterial traps
for simultaneous fluorescence and atomic force microscopy. Nano Res. 10,
3896–3908.

Pillet, F., Lemonier, S., Schiavone, M., Formosa, C., Martin-Yken, H., Francois, J.M.,
Dague, E., 2014. Uncovering by Atomic Force Microscopy of an original circular
structure at the yeast cell surface in response to heat shock. BMC Biol. 12.

Pinzon-Arango, P.A., Nagarajan, R., Camesano, T.A., 2010. Effects of L-Alanine and
Inosine Germinants on the Elasticity of Bacillus anthracis Spores. Langmuir 26,
6535–6541.

Plomp, M., Leighton, T.J., Wheeler, K.E., Hill, H.D., Malkin, A.J., 2007. In vitro high-
resolution structural dynamics of single germinating bacterial spores. Proc. Natl.
Acad. Sci. U.S.A. 104, 9644–9649.

Potthoff, E., Guillaume-Gentil, O., Ossola, D., Polesel-Maris, J., LeibundGut-Landmann,
S., Zambelli, T., Vorholt, J.A., 2012. Rapid and serial quantification of adhesion
forces of yeast and mammalian cells. Plos One 7.

Potthoff, E., Ossola, D., Zambelli, T., Vorholt, J.A., 2015. Bacterial adhesion force
quantification by fluidic force microscopy. Nanoscale 7, 4070–4079.

Quiles, F., Accoceberry, I., Couzigou, C., Francius, G., Noel, T., El-Kirat-Chatel, S., 2017.
AFM combined to ATR-FTIR reveals Candida cell wall changes under caspofungin
treatment. Nanoscale 9, 13731–13738.

Rheinlaender, J., Grabner, A., Ott, L., Burkovski, A., Schaffer, T.E., 2012. Contour and
persistence length of Corynebacterium diphtheriae pili by atomic force microscopy.
Eur. Biophys. J. Biophys. Lett. 41, 561–570.

Schiavone, M., Sieczkowski, N., Castex, M., Dague, E., Francois, J.M., 2015. Effects of the
strain background and autolysis process on the composition and biophysical prop-
erties of the cell wall from two different industrial yeasts. FEMS Yeast Res. 15.

A. Beaussart and S. El-Kirat-Chatel The Cell Surface 5 (2019) 100031

9

http://refhub.elsevier.com/S2468-2330(19)30009-X/h0255
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0255
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0260
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0260
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0265
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0265
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0265
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0270
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0270
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0275
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0275
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0280
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0280
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0280
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0285
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0285
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0285
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0290
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0290
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0290
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0290
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0295
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0295
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0295
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0300
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0300
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0300
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0305
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0305
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0305
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0310
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0310
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0310
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0315
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0315
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0315
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0320
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0320
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0320
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0325
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0325
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0325
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0325
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0330
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0330
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0330
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0335
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0335
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0340
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0340
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0345
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0345
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0350
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0355
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0355
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0355
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0360
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0360
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0360
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0365
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0365
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0365
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0365
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0365
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0370
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0370
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0370
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0375
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0375
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0380
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0380
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0385
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0385
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0385
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0390
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0390
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0395
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0395
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0395
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0400
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0400
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0400
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0405
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0405
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0405
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0405
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0410
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0410
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0410
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0415
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0415
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0415
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0415
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0420
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0420
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0425
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0425
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0430
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0430
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0430
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0430
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0435
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0435
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0435
https://doi.org/10.1186/1471-2180-7-70
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0445
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0445
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0450
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0450
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0455
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0455
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0455
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0460
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0460
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0460
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0460
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0465
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0465
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0470
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0470
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0470
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0470
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0475
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0475
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0475
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0480
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0480
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0480
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0480
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0485
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0485
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0485
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0485
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0490
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0490
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0490
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0495
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0495
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0500
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0500
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0500
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0505
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0505
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0505
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0510
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0510
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0510
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0515
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0515
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0515
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0520
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0520
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0520
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0525
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0525
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0530
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0530
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0530
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0535
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0535
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0535
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0540
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0540
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0540


Schiavone, M., Formosa-Dague, C., Elsztein, C., Teste, M.A., Martin-Yken, H., De Morais,
M.A., Dague, E., Francois, J.M., 2016. Evidence for a role for the plasma membrane in
the nanomechanical properties of the cell wall as revealed by an atomic force mi-
croscopy study of the response of saccharomyces cerevisiae to ethanol stress. Appl.
Environ. Microbiol. 82, 4789–4801.

Schmitt, L., Ludwig, M., Gaub, H.E., Tampe, R., 2000. A metal-chelating microscopy tip as
a new toolbox for single-molecule experiments by atomic force microscopy. Biophys.
J. 78, 3275–3285.

Sullan, R.M.A., Beaussart, A., Tripathi, P., Derclaye, S., El-Kirat-Chatel, S., Li, J.K.,
Schneider, Y.J., Vanderleyden, J., Lebeer, S., Dufrene, Y.F., 2014. Single-cell force
spectroscopy of pili-mediated adhesion. Nanoscale 6, 1134–1143.

Sullan, R.M.A., Li, J.K., Crowley, P.J., Brady, L.J., Dufrene, Y.F., 2015. Binding forces of
Streptococcus mutans P1 adhesin. ACS Nano 9, 1448–1460.

te Riet, Joost, Joosten, Ben, Reinieren-Beeren, Inge, Figdor, Carl G., Cambi, Alessandra,
2017. N-glycan mediated adhesion strengthening during pathogen-receptor binding
revealed by cell-cell force spectroscopy. Sci Rep 7 (1). https://doi.org/10.1038/
s41598-017-07220-w.

Touhami, A., Jericho, M.H., Boyd, J.M., Beveridge, T.J., 2006. Nanoscale characterization
and determination of adhesion forces of Pseudomonas aeruginosa Pili by using
atomic force microscopy. J. Bacteriol. 188, 370–377.

Tripathi, P., Dupres, V., Beaussart, A., Lebeer, S., Claes, I.J.J., Vanderleyden, J., Dufrene,
Y.F., 2012. Deciphering the nanometer-scale organization and assembly of

Lactobacillus rhamnosus GG Pili using atomic force microscopy. Langmuir 28,
2211–2216.

Tripathi, P., Beaussart, A., Alsteens, D., Dupres, V., Claes, I., von Ossowski, I., de Vos,
W.M., Palva, A., Lebeer, S., Vanderleyden, J., Dufrene, Y.F., 2013. Adhesion and
nanomechanics of Pili from the probiotic Lactobacillus rhamnosus GG. ACS Nano 7,
3685–3697.

Turner, R.D., Mesnage, S., Hobbs, J.K., Foster, S.J., 2018. Molecular imaging of glycan
chains couples cell-wall polysaccharide architecture to bacterial cell. Nat.
Commun. 9.

Vadillo-Rodriguez, V., Beveridge, T.J., Dutcher, J.R., 2008. Surface viscoelasticity of in-
dividual gram-negative bacterial cells measured using atomic force microscopy. J.
Bacteriol. 190, 4225–4232.

Van Der Hofstadt, M., Huttener, M., Juarez, A., Gomila, G., 2015. Nanoscale imaging of
the growth and division of bacterial cells on planar substrates with the atomic force
microscope. Ultramicroscopy 154, 29–36.

Wildling, L., Unterauer, B., Zhu, R., Rupprecht, A., Haselgrubler, T., Rankl, C., Ebner, A.,
Vater, D., Pollheimer, P., Pohl, E.E., Hinterdorfer, P., Gruber, H.J., 2011. Linking of
sensor molecules with amino groups to amino-functionalized AFM Tips. Bioconjug.
Chem. 22, 1239–1248.

Zeng, G.H., Muller, T., Meyer, R.L., 2014. Single-cell force spectroscopy of bacteria en-
abled by naturally derived proteins. Langmuir 30, 4019–4025.

A. Beaussart and S. El-Kirat-Chatel The Cell Surface 5 (2019) 100031

10

http://refhub.elsevier.com/S2468-2330(19)30009-X/h0545
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0545
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0545
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0545
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0545
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0550
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0550
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0550
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0555
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0555
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0555
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0560
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0560
https://doi.org/10.1038/s41598-017-07220-w
https://doi.org/10.1038/s41598-017-07220-w
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0570
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0570
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0570
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0575
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0575
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0575
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0575
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0580
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0580
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0580
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0580
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0585
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0585
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0585
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0590
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0590
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0590
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0595
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0595
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0595
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0600
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0600
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0600
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0600
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0605
http://refhub.elsevier.com/S2468-2330(19)30009-X/h0605

	Microbial adhesion and ultrastructure from the single-molecule to the single-cell levels by Atomic Force Microscopy
	Introduction
	Imaging microbial surfaces and appendages
	Immobilization methods
	Ultrastructural changes at the surface of cells

	Single-molecule mapping on microbial surfaces
	Functionalization strategies resulting in a covalent linking of the biomolecules to the AFM probes
	Functionalization strategy allowing orientation of the biomolecules on the probes

	Probing microbial adhesion at the single-cell level
	Conclusions
	mk:H1_10
	References




