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Introduction 4 N

Effects on pathogens:
. .. . . Fungi, bacteria, oomycetes...
As part of the process of reducing pesticides, biocontrol agents are currently developed. They consist Growth inhibition — Repulsion - Attraction
. A0 5 . . . Trapping - Immobilization
mainly of natural molecules or beneficial organisms allowing to improve plant defence mechanismes.
The work presented here aims at a better understanding of the root extracellular trap (RET, see T—
figure on the right), with an ultimate goal of the characterization of root defence under biocontrol '\| I 1\ ‘ RET (Root Extracellular Trap): Side effect of RET
asents exposure I!C' , Border cells + secretions — '"h'b“_'u'_" -
g p i x- :' . : ' RET (exDNA, Arabinogalactan proteins, Phytoalexin, (€.g. exDNA inhibition)
PR proteins, polysaccharides) Increased infection
BCg ® 2w
.\ﬂo
Objective h a
j Effects on beneficial bacteria:
. - 00 . . PGPRs (e.qg. Bacillus spp)
Notwithstanding their importance as regards the RET, no high throughput proteomic study on border Attraction - Trapping
. . . . . . . Driouich et al, 2013
cells is available yet. In this preliminary analysis, we compare Glycine max Roots and border cells (BC) | Current Opinion in Plant Biology Yy

by shot gun proteomic analysis exposed to a MAMP (PEP13) versus control conditions.
The RET is a complex network consisting of border cells (BCs), glycomolecules and extracellular DNA
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