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TGCAATGACCATGTACACCA CATAGGAGCCCAGCATAGGA 

rACC TGCAGGTATCCCCACTCTTC TTCTGATTCCCTTCCCTCCT 

rHSL GTGGCACAGACCTCCAAATC AGCCCAGCAGTAGGCAAAA

rLPL TATCCCAATGGAGGCACTTT TGCTGGGGTTTTCTTCATTC 

rFABP4 GTCGTCATCCGGTCAGAGAG CCCCACCATCCAGGGTTATG 

rPPARg AGGAGCAGAGCAAAGAGGTG AGGCCAGCATGGTGTAGATG 

rPGC1a TATGAAGCCAATGAGCACGA GTGCATTCCTCAATTTCACC 

rATGL GCCTACTGAACCAACCCAAC CAGGTCTTTCGGTTCCACAC

rCREB GTAAATCGGGGTTGGCACTG AGGAGTCTGTGGATAGTGTAACT 

rCPT1M TGAGTGACTGGTGGGAAGAA ACAGCAGTATGGCGTGGATG 

rCytC AACCTCCATGGTCTGTTTGG GTCTGCCCTTTCTCCCTTCT 

r36B4 TCGGAGGAATCCGATGAGGA TAAGCAGGCTGACTTGGTGT 

rAGO2 AGTGTGGTTTGGCTTCCATC TGGGAATCTGTCAGAGGTTTTT 

rDICER AGACCCACGGCAGCATTCT GCGACGCAAAGATGGTGTTAT

rDROSHA GGTGGCCGTTTACTTCAAAGG GTCCATTGCTGCTCCCATTT 

rEXP5 AGTTGGCCGAAAAAACACAAA TCCACCGAAACTTGACAACGT 
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 . 3 month-old rats 

were daily intraperitoneally injected with CL 316,243 (1 mg/kg) or a saline solution (NaCl 0.9% 

w/v) (n=4). (A) Body weight, (B) glycemia and (C) iBAT weight expressed as a 

percentage of BW. Representative immunohistochemistry of UCP1 with hematoxylin and 

eosin staining of iBAT.  Relative mRNA expression levels of UCP1 and markers of 

adipocytes, lipogenesis and lipolysis from iBAT. Data are presented as mean +/- SEM. *p-

value < 0.05. Global view of the significantly dysregulated miRNA expression by using 

principal component analysis (PCA). One minus Pearson correlation was used as a metric 

distance. Clustering of samples are indicated by ellipses.  Hierarchical clustering heat map 

of significantly deregulated miRNAs with p-value < 0.05 between between NaCl versus CL 

316,243 injected rats. Columns represent samples and rows miRNAs. Color labelling for up- 

and down-regulated miRNAs is indicated. 

Relative mRNA expression level of miRNA machinery in 

scWAT of 3 month-old C and LP progenies (n=4). Relative mRNA expression level of AGO2 

in scWAT of 3 month-old sham or iBAT-ablated C and LP progenies (n=5). Data are presented 

as mean +/- SEM. *p-value < 0.05. 

.  Global view of the significantly dysregulated 

miRNA expression by using principal component analysis (PCA). Clustering of samples are 

indicated by ellipses.  Hierarchical clustering heat map of significantly deregulated 

miRNAs with p-value < 0.05 between C and LP progenies at 3 months of age and their 

expression at 18 months. Columns represent samples and rows miRNAs. Color labelling for 

up- and down-regulated miRNAs is indicated. 

Scheme of the brown and brown-like adipocyte 

differentiation stages from SVF progenitors isolated respectively from iBAT and scWAT during 

7 days (D0 to D7) (n=6). Relative mRNA expression levels of (B) UCP1 and (C) CPT1M 

in iBAT-derived or scWAT-derived SVF during brown adipocyte differentiation. Data are 

normalized to 36B4 mRNA and expressed in arbitrary units. (D) Representative  pictures 
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of oil red O staining in iBAT-derived or scWAT-derived SVF during brown adipocyte 

differentiation and (F) quantification its absorbance at 510 nm.  Relative mRNA expression 

levels of miRNA machinery in scWAT-derived SVF during brown adipocyte differentiation. Data 

are presented as mean +/- SEM. *p-value < 0.05.

 


