
HAL Id: hal-02147849
https://hal.science/hal-02147849v1

Submitted on 5 Jun 2019

HAL is a multi-disciplinary open access archive
for the deposit and dissemination of scientific re-
search documents, whether they are published or not.
The documentsmay come from teaching and research
institutions in France or abroad, or from public or pri-
vate research centers.

L’archive ouverte pluridisciplinaireHAL, est des-
tinée au dépôt et à la diffusion de documents scien-
tifiques de niveau recherche, publiés ou non, émanant
des établissements d’enseignement et de recherche
français ou étrangers, des laboratoires publics ou
privés.

HAL Authorization

A sunflower BAC library suitable for PCR screening and
physical mapping of targeted genomic regions

Mohamed Fouad Bouzidi, Jérôme Franchel, Quanzhou Tao, Keith Stormo, A. Mraz,
Paul Nicolas, Saïd S. Mouzeyar

To cite this version:
Mohamed Fouad Bouzidi, Jérôme Franchel, Quanzhou Tao, Keith Stormo, A. Mraz, et al.. A sunflower BAC
library suitable for PCR screening and physical mapping of targeted genomic regions. TAG Theoretical and
Applied Genetics, 2006, 113 (1), pp.81-89. ⟨10.1007/s00122-006-0274-6⟩. ⟨hal-02147849⟩

https://hal.science/hal-02147849v1
https://about.hal.science/hal-authorisation-v1/
https://about.hal.science/hal-authorisation-v1/
https://hal.archives-ouvertes.fr












Map SSR BAC Contigs Size Map SSR BAC Contigs Size

320L12 ctg2 86 Kb ORS 737 130D7 ctg15
299 E7 ctg2
69P8 ctg2 157N11 ctg14 176 Kb
203M4 ctg2 282A3 ctg14

4.6 cM 232G10 ctg2 269L7 ctg14
0.5 cM 261G12 ctg14

ORS 437 381 K3 ctg14 131O18 ctg14
62N11 ctg14

345 G3 ctg6 110 Kb 209O22 ctg14
150 H23 ctg6 217J19 ctg14
273 J16 ctg5 147 Kb
64 M3 ctg5 370C21 ctg17 139 Kb

28P16 ctg17
0.8 cM 364B16 ctg1 172 Kb 12K3 ctg17

315 E22 ctg1 337 E10 ctg17
78M7 ctg1 310N17 ctg17
25 N11 ctg1 174F12 ctg17

129N23 ctg16
13G1 ctg16 164 Kb
233B11 ctg16 288A1 ctg8 156 Kb
375K23 ctg16 121i13 ctg8
286N2 ctg16 50G8 ctg8
316P18 ctg16 104L7 ctg8
1C22 ctg16 185M19 ctg8
263J9 ctg16 2.3 cM

195A24 ctg1
125D15 ctg10 147 Kb 92N16 ctg9 135 Kb
119C13 ctg10 291 M11 ctg9
73P12 ctg10 147M22 ctg9
238M13 ctg10 4F2 ctg22 86 Kb

0.8 cM 375M19 ctg10 20I3 ctg22
210G24 ctg10 1.7 cM
224 E7 ctg10 341H2 ctg15 143 Kb
33H2 ctg10 299O6 ctg15

147B23 ctg15
23 E9 ctg5 103G18 ctg15
91C24 ctg17 51C8 ctg15
313L8 ctg8 317J1 ctg20 115 Kb
379B8 ctg13 45J23 ctg20

111H22 ctg12 123 Kb 1.0 cM ORS 1089 42G13 ctg13
341A17 ctg12
212J12 ctg12 20M17 ctg7 147 Kb
328B11 ctg12 61N12 ctg7
249O7 ctg12 44C22 ctg7
66K1 ctg12 236D24 ctg7

380 E6 ctg21 135 Kb 142G15 ctg13 160 Kb
36A23 ctg21 384C21 ctg13
224B2 ctg21 240 E11 ctg13

2.5 cM 130M3 ctg13
361F13 ctg19 139 Kb 148F23 ctg13
381H21 ctg19 289O15 ctg13
241C14 ctg19 329B16 ctg13
78G4 ctg19
6M9 ctg19 250D2 ctg1

2.3 cM 317A14 ctg21
174 E1 ctg11 164 Kb
16I21 ctg11 10.1 cM 225i 7 ctg3 115 Kb
324O10 ctg11 359J1 ctg3
367A14 ctg11 88L18 ctg3

288J18 ctg18 119 Kb ORS 1238 376J9 ctg4
147J24 ctg18 9.9 cM
27G17 ctg18 151J16 ctg4 151 Kb
257C21 ctg16 178N10 ctg4

212H17 ctg4
266o10 ctg4
137M23 ctg4
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