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Data:★★

  Nanopore 1D reads from mouse transcriptome sequenced with MinION (accession number: ERP107503) Results: State of the art does not perform well on ONT reads ★ We introduce CARNAC-LR, a new clustering approach designed for long reads ★ Validations on mouse transcriptome Clusters de novo ONT reads by expressed genes ★ Scales a whole mouse transcriptome ★ Performs better than state of the art on ONT reads Validated using comparison to mapping strategy on ★
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github.com/kamimrcht/CARNAC-LR