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Génétique, Physiologie et Systémes d’Elevage
For back-crossed animals, we have:

AbStra Ct & expe ri mental Setu p - phenotypes for production & thermo-

regulation traits

Heat wave frequency Is increasing due to global warming,

resulting in consequential impacts on agricultural production ~ Iropical climate Temperate climate - genotypes (60k markers, Illumina
systems. In temperate production pigs, heat waves reduce 3 - PorcineSNP60v?2)

production performances and cause animal discomforts. T Bt _ _ _
Improving heat resistance in pigs is therefore needed to ? %\ﬁd W\ﬁ;‘* - blood transcriptome (Agilent SurePrint
mitigate the effects of global warming. G3 Pig GE 8x60K arrays)

Caribbean Creole pigs are well adapted to tropical climate, Lafge _ blood metabolome (LHNMR)

but show low production values, the exact opposite of Large V\_’h'te

White pigs. Animals from a back-cross of Large White PIgS

and Creole pigs were raised in experimental units of INRA Published studies on this experimental

in both tropical and temperate climate. Animals In

temperate climate were further challenged with a three | ff Clresol | setup:

weeks-long artificial heat wave. Production traits and P19 6\F1 - quantitative genetics:
thermo-reqgulatory responses were recorded and associated , . .

with their genotypes. Blood samples of a subset of animals \/\/ Rose et a/-JA.”lm.SCl- 2017

were used for metabolomics and transcriptomics analyses in blood metabolic biomarkers of heat
both environments, and throughout the induced heat stress 652 BC1 601 BC1 sensitivity:

(N=180 per conditions).
Dou et al. PLoS One 2017
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"/ CHDS
re S p O n S e . probe: A_72_P510691, SNP: CASI0003898
Temperate -~ Tropical
Pigs grown In temperate climate were submitted to an C I - &
artificial heat wave during 3 weeks. . Onc u SI(_)HS
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