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Abstract

Inflammation is now recognized as a major factor contributing to type 2 diabetes (T2D). However, while the mechanisms
and consequences associated with white adipose tissue inflammation are well described, very little is known concerning the
situation in skeletal muscle. The aim of this study was to investigate, in vitro and in vivo, how skeletal muscle inflammation
develops and how in turn it modulates local and systemic insulin sensitivity in different mice models of T2D and in humans,
focusing on the role of the chemokine MCP1. Here, we found that skeletal muscle inflammation and macrophage markers
are increased and associated with insulin resistance in mice models and humans. In addition, we demonstrated that intra-
muscular TNFa expression is exclusively restricted to the population of intramuscular leukocytes and that the chemokine
MCP1 was associated with skeletal muscle inflammatory markers in these models. Furthermore, we demonstrated that
exposure of C2C12 myotubes to palmitate elevated the production of the chemokine MCP1 and that the muscle-specific
overexpression of MCP1 in transgenic mice induced the local recruitment of macrophages and altered local insulin
sensitivity. Overall our study demonstrates that skeletal muscle inflammation is clearly increased in the context of T2D in
each one of the models we investigated, which is likely consecutive to the lipotoxic environment generated by peripheral
insulin resistance, further increasing MCP1 expression in muscle. Consequently, our results suggest that MCP1-mediated
skeletal muscle macrophages recruitment plays a role in the etiology of T2D.
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Introduction

Type 2 diabetes (T2D) is a complex multifactorial disease

afflicting an increasing number of patients worldwide. Obesity is

tightly associated with the onset of the disease and as such its

prevalence follows obesity figures. In the last decade, inflammation

was demonstrated to play a causative role in the etiology of

diabetes [1–4]. First, it was shown that inflammation is elevated in

white adipose tissue (WAT) of obese patients, which was latter on

attributed to the recruitment of pro-inflammatory macrophages

[5]. Subsequent studies involving gain and loss of function

experiments have clearly indicated that classically activated (M1)

macrophages promote the onset of diabetes in rodents [6,7]. This

contribution of inflammation in promoting insulin resistance is not

only observed in the WAT but also in other insulin target tissues

such as liver and skeletal muscles. As such, ablation of the F4/80+
CD11b+CD11c+, macrophages, which mediate at least some of

the diabetogenic properties of fatty acids, improves insulin

sensitivity at both systemic and skeletal muscle levels [6,8–10].

While attenuating inflammation is associated with improvement of

skeletal muscle insulin sensitivity, there is no clear information on

the mechanisms involved. As infiltration of inflammatory cells (i.e.

M1 macrophages) is largely established in WAT, one possible

mechanism is the modulation of cytokine concentrations at the

systemic level, which may affect skeletal muscle insulin signaling in

an endocrine manner. However, this hypothesis is questionable

since plasmatic concentrations of pro-inflammatory cytokines are

generally very low (e.g. 0–5 pg/ml for TNFa) [2,9,11,12] and

recently, it was shown that larger molecules such as the TNFa
inhibitor etanercept, fails to improve insulin sensitivity [2].

Alternatively, macrophages are found in non adipose tissues such

as skeletal muscle of obese and diabetic mice and patients [8,12–

18]. In obese and diabetic rodents, muscle macrophages were both

described between muscles fibers and around the adipose tissue

infiltrating muscles, suggesting that local inflammation in the

skeletal muscle could contribute to insulin resistance [19]. This

hypothesis is further supported by a recent publication establishing

that skeletal muscle anti-inflammatory macrophages correlate with
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insulin sensitivity in obese and type 2 diabetic patients [18]

Furthermore, mice overexpressing the anti-inflammatory cytokine

IL10 in skeletal muscle and mice full body knock-outs for MCP1

are protected from high-fat diet-induced macrophage infiltration

in muscle and insulin resistance [15,17], which highlights a close

relationship between muscle inflammation and insulin sensitivity.

Nevertheless, the characteristics of inflammation in rodents are so

far restricted to the high fat diet-induced obese mice model

[15,17], and the exact phenotype of macrophages and the

mechanisms governing the recruitment of these latter in the

skeletal muscle remain poorly understood.

In the present study, we characterized local inflammation and

skeletal muscle macrophage accumulation in different rodent

models of insulin resistance (ob/ob mice and both high fat diet-

and palm oil-enriched diet-fed mice) and in type 2 diabetic

patients. As the expression of the chemokine MCP1 was

systematically elevated in the skeletal muscle of all these models,

we further investigated the role played by this chemokine in the

recruitment of muscle macrophages and in the onset of insulin

resistance. These questions were addressed in creating a transgenic

mouse line specifically overexpressing MCP1 in skeletal muscle.

We demonstrate that the specific overexpression of MCP1 in

muscle increased local inflammation while attenuating local insulin

signaling, which suggested a role of MCP1-mediated muscle

macrophage recruitment in the etiology of T2D.

Methods

Chemicals and reagents
Collagenase, palmitic acid and low endotoxin, FFA free BSA

were from Sigma (Saint-Quentin Fallavier, France). Rosiglitazone

was from Molekula (Gillingham, UK).

Human subjects
One group of 8 volunteers was age-matched with 9 non diabetic

obese subjects and 10 obese, type 2 diabetic patients. The

characteristics of these subjects are described in Table 1 and have

already been presented in a previous study [1]. All participants

gave their written consent after being informed of the nature,

purpose and possible risk of the study. The protocol and consent

procedure were approved by the ethical committees of the

Hospices Civils de Lyon and performed according to French

Legislation (Huriet Law). After an overnight fast, blood was

collected and percutaneous biopsies of the vastus lateralis muscle

were performed under local anesthesia [2].

Animals
Mouse procedures were approved by the French national ethic

committee (CNREEA). Male C57Bl6 wild-type (wt) and ob/ob

mice were obtained from Janvier (St Berthevin, France). For the

high fat diet (HFD) protocol, C57Bl6 male mice were from

Charles River (France). HFD (D12492, 45% Kcal) was from

Research Diets and rosiglitazone was mixed as powder to the diet

(200 mg/kg) [3]. The nutritional intervention with Rapeseed,

Sunflower and palm oils (20%) was previously described in details

[4].

Lentiviral transgenesis
Mouse MCP1 full lenght cDNA inserted in pCR4TOPO was

purchased at Source Bioscience (Nottingham, UK). MCP1 cDNA

was subsequently subcloned downstream of the mouse muscle

Creatin Kinase promoter in the pBS MCK vector. MCK

promoter and MCP1 cDNA were subsequently inserted in the

FG12 plasmid. Lentiviral particles were produced and injected in

C57Bl6 embryo by the human virology department of the Ecole

Normale Supérieure of Lyon (France) [5]. Mice carrying a single

copy of the transgene were subsequently selected and amplified.

Metabolic studies
Ip glucose and insulin tolerance tests (IPGTT and IPITT,

respectively) were performed on 6h-fasted mice. Mice were

injected ip with 2 mg/g body weight of glucose or 0.75 mU/g

body weight of insulin, and blood glycemia was measured at

indicated times. Ex vivo insulin signalling assay was performed on

freshly isolated gastrocnemius as previously described [6].

Immunohistochemistry
F4/80 antibody (Acris antibodies, Herford, Germany) was

applied to acetone-fixed cryostat sections of frozen tissue samples

and revealed according to an indirect immunoperoxidase tech-

nique [7].

CD45+ isolation
Gastrocnemius and quadriceps of mice were minced and

digested in trypsin (0.05%). The resulting cells were then

incubated with CD45 microbeads (Miltenyi Biotech, Paris, France)

and passed on a separation column (Miltenyi Biotech). CD45- and

CD45+ were then collected following manufacturer’s instructions.

Table 1. Metabolic characteristics of lean, obese and type 2 diabetic patients (n = 8–10) in fasting state.

Control Obese NIDM

Sex (M/F) 6F/2M 7F/2M 7F/3M

Age (years) 4561 4662 (NS) 4862(NS)

Weight (kg) 62.363.7 89.763.4 (**) 82.763.3 (`)

BMI (kg/m2) 22.960.5 32.360.9 (**) 31.260.7 (`)

TG (mmol/l) 8386136 11506202 (NS) 14116220 (NS)

Glycemia (mmo/l) 4.960.11 5.260.3 (NS) 11.461.1 (`¥)

Insulin (pmol/l) 37.763.7 69.9617.5 (NS) 59.8610.1 (NS)

HOMA-IR 1.3860.15 2.8260.73 (NS) 4.5660.57 (`)

Free Fatty Acids (mmol/l) 588659 457646 (NS) 710637 (¥)

** p,0.01 obese Vs control; p,0.01 NIDM Vs Control, ¥p,0.01 obese Vs NIDM; NS: Not Significant. (NIDM, Non Insulin-dependent Diabetes Mellitus).
doi:10.1371/journal.pone.0110653.t001
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Adenoviral preparation
MCP1 cDNA was subsequently subcloned into pcDNA3 vector

(Invitrogen, Saint Aubin, France) prior to insertion in V4

adenovirus genome [6,8]. Adenoviral particle were amplified in

Hek293 cells and titered with adenovirus quicktiter immunoassay

ELISA kit (Cell Biolabs, San Diego, USA).

Cell culture and chemotaxis assay
Raw 264.7 (ATCC) were maintained in DMEM supplemented

with 10% fetal-calf serum (FCS). C2C12 (ATCC) were maintained

in DMEM supplemented with 10% FCS and differentiated for 7

days in DMEM/2% FCS. Migration assays were performed with

C2C12 conditionned media prepared in absence of serum for

24 hours, 8 mM pore size transwells were used (Corning, Avon,

France). Palmitate was suspended in BSA to a ratio of 5:1 (mol/

mol) [6]. Detailed procedure is described by Nguyen et al. [9].

RNA quantification
RNA extraction and real-time RT-PCR procedure analysis

have been described previously [1]. Primers were specificaly

designed to amplify specific amplicons, and their sequences are

available on Table S1 in File S1.

Western-blotting
Proteins were extracted in RIPA buffer in presence of

phosphatase and protease inhibitors. Proteins were then seperated

on polyacrylamide gels (Invitrogen). Phospho Akt (Ser473) and Akt

antibodies were from Cell Signaling 5St Quentin Yvelines,

France). a-Tubulin antibody was from Santa Cruz (Heidelberg,

Germany) [1].

ELISA and Kits
All assays used in this section were used according to

manufacturers recommendations. IL10, MCP1 and TNFa ELISA

kit were from Eurobio AbCys (Courtaboeuf, France). Insulin ultra

sensitive ELISA kit was from Alpco. Free Fatty Acids, half

microtest was from Roche (Meylan, France) and triglycerides assay

kit was from Biomerieux (Craponne, France).

Statistical analysis
Data are presented as means 6 SEM. Student’s unpaired t-test

were applied and a cut-off was set to p,0.05. For analyses on

human biopsies and on the NCD, HFD6Rosi experiments,

ANOVA followed by a PLSD Fisher post-hoc test was used to

determine the differences between the groups. Correlation

analyses were performed with GraphPad Prism software (La Jolla,

USA).

Results

Inflammation is increased in skeletal muscle of ob/ob
mice

Muscle inflammation was firstly investigated in both gastrocne-

mius and quadriceps of genetically obese and insulin resistant mice

(ob/ob). Mice physiological parameters are reported in Table S2 in

File S1. Insulin resistance of ob/ob mice was illustrated by the

significant increase of glycemia, insulinemia and of both blood and

muscular TG (Table S2 in File S1). QPCR were performed in

epididymal fat (eWAT), gastrocnemius and quadriceps in order to

quantify the relative expression of the macrophage specific antigen

CD68, the M1 macrophages specific marker CD11c, the pro-

inflammatory cytokine TNFa and the macrophage chemokine

MCP1 (CCL2). Consistent with other studies [10–13], the

expression of all inflammatory markers was much more elevated

in eWAT of ob/ob mice (10-fold) compared to wt mice (Figure 1A–

D). This upregulation was also observed in quadriceps (4-fold) and

gastrocnemius (2-fold) of ob/ob mice (Figure 1A–D). In addition,

we measured other inflammatory markers, including lymphocytes

specific markers, in quadriceps of wt and ob/ob mice. We found

that the mRNA levels of the macrophage marker F4/80, the

cytokine IL1b and the chemokine RANTES (CCL5) were also

increased in the quadriceps of ob/ob mice compared to wt mice,

whereas the lymphocytes specific markers Foxp3, CD4 and CD8

were not changed (Figure 1E). The higher expression of CD11c

and of the pro-inflammatory cytokines TNFa and IL1b were

supportive of the notion that macrophages within skeletal muscle

of ob/ob mice were of the M1 phenotype. We therefore quantified

the expression of CX3CR1, a marker of a subtype of anti-

inflammatory macrophages, expressing high level of IL10 and

responsive to the chemokine CX3CL1 (fractalkine) (Figure 1H)

[14]. Interestingly, CX3CR1 expression was down regulated in

parallel with the expression of CX3CL1 and IL10 in the skeletal

muscle of ob/ob mice. We also quantified the protein concentration

of TNFa and MCP1 in gastrocnemius and observed an increase of

both proteins in ob/ob mice in agreement with RNA data

(Figure 1G–H). Interestingly, TNFa concentration was also more

elevated in plasma of ob/ob mice (Table S2 in File S1) and its

estimated local intra muscular concentration was 50–100 more

elevated than in plasma (400 pg/ml 6110 in ob/ob mice).

Macrophage accumulation is increased in skeletal muscle
of ob/ob mice

In order to better characterize inflammation within skeletal

muscles of ob/ob mice, we performed an immuno-stainning of F4/

80, a macrophage marker, on the quadriceps of mice. As shown in

Figure 2A, F4/80 positive macrophages are significantly increased

in muscle fibers of ob/ob mice compared to wt mice. In order to

clarify in which cell population these markers were expressed, we

digested quadriceps and gastrocnemius of wt and ob/ob mice and

isolated the leukocytes population represented by the CD45+ cells.

The CD45- cells represent all the other cells dislodged from the

muscle, including the muscle fibers. As shown in Figure 2B,

CD45+ cells did not express the muscle/myotube specific marker

Myogenin (MyoG), whereas the macrophages markers (CD68,

CD11c and CCR2) were barely detected in CD45- cells, which

validated the subcellular fractionation. Interestingly, we observed

that mRNA levels of TNFa, IL1b and RANTES were specificaly

expressed in CD45+ cells (Figure 2C). Furthermore, TNFa and

CD11c expression were more elevated in the fraction of CD45+
cells from ob/ob mice (Figure 2B and 2C), indicating that

leukocytes are in a pro-inflammatory state in skeletal muscles of

ob/ob mice compared to wt. On the other hand, the chemokine

CX3CL1 and the cytokine IL6 were more abundantly expressed

Figure 1. Skeletal muscle inflammation is increased in ob/ob mice. Epidydimal fat (eWAT), quadriceps (quads) and gastrocnemius (gastrocs)
of wild –type (wt) and ob/ob mice were collected prior to analysis with qPCR of CD68 (A), CD11c (B), TNFa (C) and MCP1 D) qPCR analysis was
performed for F4/80, IL1b, RANTES, TLR4, Foxp3, CD4 and CD8a in quadriceps from wt and ob/ob mice. E) qPCR analysis was performed for CX3CL1,
CX3CR1 and IL10 in wt and ob/ob mice quadriceps. F–G) TNFa (E) and MCP1 (F) protein concentration in gastrocnemius of wt and ob/ob mice were
quantified by ELISA. * stands for P,0.05 and ** for P,0.01; n = 5.
doi:10.1371/journal.pone.0110653.g001
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Figure 2. Macrophage recruitment in skeletal muscle of ob/ob mice. A) Representative images (left panel) and quantitative analysis (right
panel) of the immunostaining with F4/80 antibody in gastrocnemius of wild-type (wt) and ob/ob mice. B–D) Following digestion of skeletal muscles
(gastrocnemius and quadriceps), CD45+ and CD45- cells were purified and qPCR were performed on the indicated genes in wt and ob/ob mice. The

MCP1 Mediates Skeletal Muscle Inflammation in Diabetes

PLOS ONE | www.plosone.org 5 October 2014 | Volume 9 | Issue 10 | e110653



in the CD45- fractions (Figure 2D). Finally, the two chemokines

CXCL1 and MCP1 expression were similarly detected in both

CD45+ and CD45- cells and their expression were more elevated

in ob/ob mice in both fractions (Figure 2D).

Inflammation is associated with insulin sensitivity in
skeletal muscle of diet-induced obese and diabetic mice

We then tested whether inflammation was also increased in

skeletal muscles of a nutritional model of diabetes and if the insulin

sensitizing agent rosiglitazone could improve this inflammatory

state. We hence either fed mice with a normal chow diet (NCD) or

with a high-fat diet (HFD, 45% kcal) for 12 weeks, and during the

last four weeks a group of HFD mice also received rosiglitazone

(200 mg/kg diet) in addition to the HFD. The metabolic

characteristics of the mice are shown in Table S3 in File S1.

Fasting glycemia and insulinemia, total body weights and both

intramuscular and liver TG were increased by the HFD (Table S3

in File S1). Rosiglitazone treatment normalized glycemia, liver TG

and decreased circulating FFA levels, whereas total body weights

and intramuscular TG were unchanged (Table S3 in File S1).

Insulin sensitivity was also evaluated by ipGTT and ipITT, and

we demonstrated that HFD caused severe glucose intolerance and

insulin resistance, which were reversed by rosiglitazone treatment

(Figure 3A and 3B). In addition, insulin-stimulated Akt phosphor-

ylation was altered ex vivo in gastrocnemius of HFD mice, and

rosiglitazone treatment improved local insulin signaling (Fig-

ure 3C). We subsequently isolated mRNA from the quadriceps of

these mice and quantified CD68, CD11c, MCP1 and CCR2. The

expression of these inflammatory markers was elevated in skeletal

muscle of HFD-fed mice, and rosiglitazone treatment prevented

these increases (Figure 3D–3G), indicating that skeletal muscle

inflammation is closely associated with insulin resistance. Howev-

er, there were no association between skeletal muscle inflamma-

tion and intramuscular triglycerides in these mice (Table S3 in File

S1). Lastly, CD68 expression was elevated in skeletal muscles of

HFD mice, only after 16 weeks of feeding, whereas no

modification was observed after 12 weeks of feeding (Figure

S1A). In contrast, CD68 mRNA levels were increased in eWAT of

12 weeks HFD-fed mice (Figure S1B). Interestingly, the elevated

expression of CD68 in skeletal muscles of HFD mice correlated

with the striking worsening of insulin sensitivity observed between

week 11 and week 15, as indicated by the area under the curve

(AUC) for the ipGTT and the ipITT (Figure S1C–S1D).

Palmitate induces macrophages recruitment by C2C12

muscle cells
We [9] and others [15,16] have demonstrated that adipose

tissue macrophages (ATMs) are recruited to the eWAT following

exposure to excessive concentrations of fatty acids. Furthermore,

similar observation was made by Egushi et al. on b-cells in

response to palmitate exposure [17]. We hence treated differen-

tiated C2C12 myotubes with palmitate (500 mM) for 24 hours.

Tunel assay experiments did not show any evidence of apoptosis of

C2C12 treated in these conditions (not shown). We then conducted

qPCR on the C2C12 cells and used the resulting conditioned media

(CM) for in vitro chemotaxis assays of Raw264.7 macrophages. As

shown on Figure 4A, palmitate induced the expression of both

MCP1 and RANTES in C2C12, whereas the expression of another

chemokine CX3CL1 was not regulated. We also observed that

palmitate- treated C2C12 CM displayed enhanced properties to

recruit Raw264.7 macrophages (Figure 4B). As controls, we

demonstrated that media alone or containing palmitate had no

effect on macrophage recruitment (not shown). The fact that

several chemokines such as MCP1 and RANTES were induced,

unlike CX3CL1, suggest that Raw264.7 macrophages are

recruited in response to the coordinated secretion of an array of

chemokines specifically induced in response to palmitate. Finally,

in order to verify whether palmitate promotes the recruitment of

macrophages in vivo, we also quantified the expression of the

macrophages markers CD68 and CD11c in gastrocnemius of mice

fed a HFD (37.7% Kcal from total lipids, 20% w/w for the

indicated lipid) enriched in various fatty acids (sunflower, rapeseed

or palm oils) during 8 weeks. The metabolic characteristics of these

mice were previously published [4]. Briefly, mice fed different oil-

enriched diet showed no modification of body weight and plasma

FFA levels. Regarding inflammation, only palm oil enriched diet

significant increased of circulating MCP1 and IL6 levels [4]. In

this study, we further explored the local inflammation within

skeletal muscle of these mice. As shown in Figure 4C, we observed

that mice fed a palm oil-enriched diet displayed an increased

expression of both CD68 and CD11c in skeletal muscle, whereas

sunflower- and rapeseed-enriched diets had no effect on the

expression of these markers. In agreement with these observations,

palm oil-enriched diet significantly increased macrophages muscle

content in mice, whereas sunflower-enriched diet did not modify

macrophage infiltration (Figure 4D). The infiltration by macro-

phages was associated with an increase of TG content in

quadriceps of palm oil-enriched diet fed mice compared to

NCD mice (1.1460.14 vs 0.360.07 mg/g prot, p = 0.002).

Skeletal muscle overexpression of MCP1 overexpression
induces local inflammation and alters insulin signaling

The results obtained on C2C12 exposed to palmitate suggested

that chemokines could mediate the recruitment of macrophages in

skeletal muscles in the context of T2D. As MCP1 expression was

induced in skeletal muscles of both ob/ob and HFD mice

(Figures 1D, 2D and 3F), we decided to investigate the role of

the chemokine MCP1 in the onset of skeletal muscle inflammation

and insulin resistance. We hence generated mice overexpressing

MCP1 under the muscle creatin Kinase promoter (MCK). The

overexpression of MCP1 in the transgenic mice was confirmed in

the quadriceps of the mice at the mRNA level and was also

associated with a significant elevation of the macrophages markers

CD68 and CD11c as well as the cytokines TNFa and IL1b and

the chemokine RANTES (Figure 5A), suggesting that MCP1

overexpression had caused the recruitment of pro-inflammatory

macrophages in skeletal muscle tissue. The specific overexpression

of MCP1 in skeletal muscle translated in a significant elevation of

plasmatic MCP1 levels in transgenic mice (Figure 5B), indicating

that MCP1 was released and secreted by MCK expressing muscle

cells. Furthermore, we evaluated the local consequences on insulin

signaling ex vivo and observed that insulin-stimulated Akt

phosphorylation was impaired in the gastrocnemius of the

MCK-MCP1 trangenic mice (Figures 5C and 5D). These

alterations of insulin signaling were observed in absence of

modification in the intramuscular TG content (Table S4 in File

different histograms regroup the genes for the validation of cell fractionation (B), the genes more expressed in CD45+ cells (C) or the genes either
more expressed in CD45- cells or similarly expressed in both fractions (D).* stands for P,0.05 and ** for P,0.01 for the comparison between CD45-
and CD45+ fractions, and { stands for P,0.05 and {{ for P,0.01 for the comparison between WT and ob/ob mice; n = 5.
doi:10.1371/journal.pone.0110653.g002
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S1) and the mitochondrial DNA content (Figure 5E) of the MCK-

MCP1 transgenic mice.

In order to test whether MCP1 could exert these properties in

an autocrine manner on myotubes, we used adenovirus to

overexpress MCP1 in differentiated C2C12. An adenovirus

overexpressing GFP (Ad-GFP) was used as control. We validated

this construction by showing that adenoviral infection of C2C12

myotubes elevated the concentration of MCP1 in the conditioned

media (Figure S2A). We also used this media to perform

chemotaxis assays of Raw364.7 cells. As expected, the CM

resulting from C2C12 infected by Ad-MCP1 had greater

chemoattractive properties compared to conditioned media from

cells infected with Ad-GFP (Figure S2B). We then tested whether

overexpression of MCP1 in C2C12 altered insulin signaling, and

found no direct effect of MCP1 overexpression on insulin-

stimulated Akt phosphorylation in C2C12 cells (Figure S2C).

These results indicate that in the absence of resident macrophages,

MCP1 overexpression does not alter insulin signaling in a auto or

paracrine manner, which is supported by the low expression of

CCR2 in the fraction of CD45- cells, containing myotubes, within

skeletal muscle (Figure 2B).

Moderate metabolic alterations in MCK-MCP1 transgenic
mice under standard chow diet

Skeletal muscle specific overexpression of MCP1 was sufficient

to induce local inflammation, and alterations of insulin signaling.

We therefore investigated whether this muscle phenotype could

impact whole-body glucose homeostasis of mice fed a NCD. As

shown in Table S4 in File S1, specific overexpresssion of MCP1 in

skeletal muscle of mice did not significantly change the overall

body weight of the mice. Furthermore, there was no difference in

the weight of the epidydimal fat pads, gastrocnemius, quadriceps,

heart and spleen between the two strains (Table S4 in File S1). In

addition, we found that MCK-MCP1 transgenic mice had

elevated glycemia (Figure 6A) and ip insulin tolerance test revealed

that these mice showed systemic insulin resistance (Figure 6B).

However, the plasma levels of insulin (Figure 6C) and TG

(Figure 6D), as well as the glucose clearance (Figure 6E) were

not modified in MCK-MCP1 transgenic mice compared to wt

mice. As the liver weight was slightly more elevated in the MCK-

MCP1 transgenic mice compared to wt mice (Table S4 in File S1),

we analyzed this tissue in more details. We found that the

expression of the two key gluconeogenic enzymes, G6Pase and

PEPCK were not modified in the transgenic mice, whereas the

lipogenic transcription factor SREBP1c was more abundantly

expressed in the transgenic mice compared to wt (Figure 6F).

Additionally, in the fed state there was no significant difference in

the phosphorylation level of Akt on Serine 473 in the liver of the

two strains (Figure 6G), suggestive of an absence of hepatic insulin

resistance in the MCK-MCP1 transgenic mice. Finally, Akt

phosphorylation level was also unaltered in the epididymal fat of

the MCK-MCP1 transgenic mice (Figure 6H). Altogether, these

data suggest that both the liver and the white adipose tissue are

unlikely to participate in the moderate worsening of glucose

homeostasis observed in the MCK-MCP1 transgenic mice fed a

NCD.

Inflammation markers are increased in skeletal muscles
of type 2 diabetic patients and correlate with HOMA-IR

Our results obtained in murine models prompted us to test

whether similar associations could be observed in human. We

therefore collected biopsies from vastus lateralis of lean, obese

healthy and obese type 2 diabetic patients (clinical and metabolic

characteristics are shown in Table 1. Fasting glycemia, but not

insulinemia (p = 0.06), was significantly more elevated in type 2

diabetic patients compared to both lean and obese subjects.

However, both fasting glycemia and insulinemia, as well as

HOMA-IR, were not significantly increased in obese subjects

compared to lean subjects. Nevertheless, obese subjects presented

a clear trend towards higher insulinemia and HOMA-IR, which

was indicative of an insulin resistance state of this population.

Furthermore, plasma FFA levels were more elevated in T2D

compared to obese patients. The mRNA levels of CD68 and

TNFa were significantly upregulated only in muscle of type 2

diabetic patients but not in weight matched insulin sensitive or

lean patients (Figure 7A and 7B). Interestingly, CD68 mRNA

levels were correlated with TNFa mRNA levels (Figure 7C),

suggesting that local macrophages were responsible for the

expression of this cytokine in skeletal muscles. In agreement with

our previous observations made in mice and in vitro, CD68

expression in vastus lateralis was significantly associated with

MCP1 expression in skeletal muscles (Figure 7D). We also

determined the correlation between CD68 expression and

HOMA-IR of these subjects. As shown in Figure 7E and 7F, the

expression of CD68 was significantly correlated with patients

plasma FFA levels and the degree of insulin resistance of the

patients.

Discussion

WAT macrophage infiltration is generally elevated in T2D and

results in an increase of pro-inflammatory cytokines levels that

participate to local insulin resistance. Whereas local inflammation

is also increased in skeletal muscle of both diabetic mice and T2D

patients, its exact contribution to the development of insulin

resistance is subject to debate [18]. In the present study, we

demonstrated that both the expression of inflammatory markers

and the macrophage infiltration are increased in several mice

models of T2D, extending beyond the high fat diet model. In

particular, in this study we characterized the skeletal muscle

macrophages populations in ob/ob mice, and demonstrate that pro-

inflammatory macrophages markers are increased whereas anti-

inflammatory macrophages markers are decreased in this tissue.

Interestingly, we bring evidence that the expression of the cytokine

TNFa in skeletal muscle tissue can very largely be attributed to

myeloid cells within skeletal muscle tissue, whereas the cytokine

IL6 is mostly expressed by non-myeloid cells within the tissue. We

further bring evidences that these macrophages could be recruited

in response to the concerted up regulation of chemokines,

including MCP1 whose expression in myotubes is more elevated

upon exposure to excessive concentrations of palmitate. Interest-

ingly, skeletal muscle specific overexpression of MCP1 in

transgenic mice was able to induce local inflammation and local

alteration of insulin signaling under a NCD. A possible paracrine

Figure 3. Inflammation is associated with insulin sensitivity in skeletal muscle of diet-induced obese and diabetic mice. A–B) Glucose
(A) and insulin (B) tolerance tests were performed on mice on fed a standard diet, a high fat diet (45% Kcal) for 16 weeks in absence or presence of
rosiglitazone (200 mg/kg diet) for the last four weeks. Both tests were performed at week 15. C) Ex-vivo insulin signalling assay were performed on
freshly isolated gastrocnemius. D–G) qPCR analyses of CD68 (D), CD11c (E), MCP1 (F) and CCR2 (G) expressions were performed on quadriceps of
mice. * stands for P,0.05 and ** for P,0.01; n = 5.
doi:10.1371/journal.pone.0110653.g003

MCP1 Mediates Skeletal Muscle Inflammation in Diabetes

PLOS ONE | www.plosone.org 8 October 2014 | Volume 9 | Issue 10 | e110653



Figure 4. Palmitate induces macrophages recruitment by C2C12 muscle cells. A) C2C12 differentiated myotubes were exposed to palmitate
(pal, 500 mM) or vehicle (BSA) for 24 hours. MCP1, RANTES and CX3CL1 expression were subsequently determined by real-time PCR. B) Conditioned
media from C2C12 cells treated as indicated in A) were collected and used for chemotaxis assay of Raw264.7 macrophages. Histogram represents the
average number of Raw264.7 cells having performed chemotaxis. C) Wild-type C57Bl6 males were either fed a normal chow diet (NCD, low fat) or the
same diet enriched with specific lipids sources (20% w/w. Sunflower (Sun), Rapeseed (Rap) and palm oil (Pal). CD11c and CD68 expression in
gastrocnemius were subsequently determined by real-time PCR. D) F4/80 immunostaining was performed on muscle sections of mice either fed a
normal chow diet, a Sunflower or a Palmitate enriched Diet. Macrophages quantification is shown in the lower right hand panel. In figure 4A, **
stands for P,0.01 in palmitate vs vehicle condition. In figure 4C, * stands for P,0.05 and ` for P,0.01 for the respective comparison of CD68 and
CD11c between Pal and NCD. NS, not significant; n = 5.
doi:10.1371/journal.pone.0110653.g004

MCP1 Mediates Skeletal Muscle Inflammation in Diabetes

PLOS ONE | www.plosone.org 9 October 2014 | Volume 9 | Issue 10 | e110653



alteration of MCP1 on insulin signaling was excluded as MCP1

overexpression in myotubes did not have any consequences on this

pathway, which was consistent with the very low expression of

CCR2 in muscle cells within skeletal muscle tissue. In addition, we

found a moderate repercussion of muscle MCP1 overexpression

on whole-body glucose homeostasis under NCD. However, in

absence of full phenotypic characterization of the transgenic mice,

we cannot exclude that this modest modification of whole-body

glucose homeostasis was not related to other potential confounding

factors secondary to MCP1 overexpression, such as differential

food intake, spontaneous physical activity or muscle wasting

between the WT and the MCK- MCP1 transgenic mice. Finally,

we demonstrate that the expression of the macrophage markers

CD68 and TNFa is more elevated in skeletal muscle of type 2

diabetic patients than in both lean healthy subjects and BMI-

matched obese non- diabetic patients, and CD68 expression

correlated with both circulating FFA levels and patients insulin

sensitivity. Altogether, our data suggest that local inflammation

within skeletal muscle could participate to the development of

insulin resistance.

The fact that macrophage infiltration occurs in skeletal muscle

in the context of T2D was previously suggested by other elements.

Firstly, plasmatic concentrations of cytokines in rodent models of

T2D are lower than concentrations used to alter insulin signaling

in vitro in myotubes [19,20]. Secondly, when reporter mice for the

activity of NF-kB were fed a HFD, the existence of local

inflammation sites were not only seen in WAT but also in kidney,

liver and skeletal muscle [21]. Thirdly, increased inflammation

was observed in skeletal muscles of murine models of T2D but also

in obese subjects where pro-inflammatory macrophages infiltra-

tion correlated with patients BMI and age [22,23]. However, the

infiltration of macrophages within muscle was reported to be low

compared to WAT [24]. Our present study describes muscle

inflammation and macrophage accumulation in four different

murine models and in type 2 diabetic patients. In these patients,

we demonstrated that inflammation in vastus lateralis muscle was

correlated with insulin resistance independently of subject BMI. In

addition, treatment of HFD mice with Rosiglitazone decreased

muscle inflammation concomitantly with local insulin signalling

improvement. Interestingly, the lower skeletal muscle inflamma-

tion observed in response to rosiglitazone administration was

supportive of the notion that skeletal muscle triglycerides content

and insulin resistance can be disconnected, such as seen in several

models [25–27]. This situation is also observed in the MCK-

Figure 5. Skeletal muscle overexpression of MCP1 induces local inflammation and alters insulin signaling and glucose metabolism
in vivo. A) QPCR analyses of MCP1, CD68, CD11c, TNFa, IL1b, RANTES and CXCL1 expression were performed on quadriceps. C–D) Ex-vivo insulin
signaling assay were performed on freshly isolated gastrocnemius. The histogram (D) represents the fold response to insulin on Akt phosphroylation
in Wild-Type (WT) and MCK-MCP1-Tg mice. E) Genomic mitochondrial DNA was evaluated by qPCR in skeletal muscle of WT and transgenic mice. *
stands for P,0.05 and ** for P,0.01; n = 6.
doi:10.1371/journal.pone.0110653.g005
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MCP1 transgenic mice where alteration of insulin signaling is

observed without any change in the intramuscular TG content.

Consequently, in these models skeletal muscle inflammation is

better associated with local insulin resistance than skeletal muscle

triglycerides. Whereas, we cannot exclude a contribution of

reduced WAT inflammation and lower plasma cytokines levels in

the local improvement of insulin signaling within muscle of

rosiglitazone-treated HFD mice, the fact that the improved

phenotype is conserved ex-vivo in muscle explants (as described

in Figure 3C), favors the hypothesis of a closed relationship

between local macrophage infiltration and muscle insulin sensi-

tivity.

Our observations made in HFD mice suggest that muscle

macrophages infiltration is a rather late event in T2D etiology.

This observation is in agreement with the fact that fatty acids are

needed to stimulate the secretion of macrophages chemoattrac-

Figure 6. Moderate metabolic alterations in MCK-MCP1 transgenic mice under standard chow diet. A–B) Glycemia was evaluated in
basal conditions (A, fed state) and following the insulin injection (ipITT, B). C–D) Fed plasma insulin (C) and TG (D) levels were measured in WT and
MCP1- Tg mice E) Evolution of the glycemia during a glucose tolerance test in wt and MCK-MCP1 transgenic mice. F) mRNA quantification of G6Pase,
PEPCK and SREBP1c levels in liver of wt and MCK-MCP1 transgenic mice. G–H) Representative images of Western blots (left) and quantification (right)
of Serine 473 Akt phosphorylation in liver (G) and adipose tissue (H) of wt and MCK-MCP1 transgenic mice. The histograms on the right of the blots
represent the ratio P-Akt (Ser 473)/Akt- total in the liver and the epididymal fat (eWAT) of the mice, respectively.
doi:10.1371/journal.pone.0110653.g006
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Figure 7. Inflammation markers are increased in skeletal muscles of type 2 diabetic patients and correlate with HOMA-IR. Biopsies
from vastus lateralis of control subjects (n = 8), obese non-diabetic patients (n = 9) and obese type 2 diabetic patients (NIDM, Non Insulin-dependent
Diabetes Mellitus) (n = 10) were collected and qPCR were performed for CD68 (A) and TNFa (B). Correlation analyses between the expression of CD68
and TNFa (C) and MCP1 and CD68 in the vastus lateralis of patients (D). E–F) Correlation analyses between plasma FFA and HOMA-IR levels of subjects
and CD68 expression, respectively. ** stands for P,0.01 when comparing NIDM group with Control, { stands for P,0.05 and ` for P,0.01 when
comparing NIDM with Obese.
doi:10.1371/journal.pone.0110653.g007
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tants, such as MCP1, to further induce the recuitment of

macrophages in skeletal muscles. In vivo, increased FFA delivery

towards skeletal muscle occurs when WAT becomes insulin

resistant, further causing a rise in the flux of FFA delivered to

other organs. In consequence, while WAT macrophages may

promote early events in the development of diabetes, skeletal

muscle macrophages may instead contribute to late stages of

evolution of the disease, consistently with the adipo-centric models

of diabetes etiology [28–30]. Recently, the infiltration of pro-

inflammatory macrophages in association with obesity was also

described in the pancreas, and was shown to contribute to b cells

dysfunction by activating inflammatory processes in the islets [17].

Consequently, macrophage recruitement seems to occur in several

tissues in T2D context, suggesting a general state of inflammation

rather than a WAT-restricted inflammation.

Macrophage infiltration is reportedly massive in models where a

lesion is induced in skeletal muscles. In these models, the

contribution of the axis MCP1/CCR2 in governing the recruit-

ment of macrophages to skeletal muscles is well established

[14,31]. In these contexts, macrophages are involved in diverse

functions extending well beyond the stimulation of inflammation

and as such they influence tissue repair, myogenesis and

angiogenesis. Interestingly, in the present study, we observed an

overexpression of MCP1 at both circulating and intramuscular

levels in all mice models of obesity and insulin resistance tested.

This upregulation is similar to what has been observed in the

WAT [32,33] and suggest that MCP1 responsive, i.e. CCR2+
macrophages, are recruited to skeletal muscles, where they further

worsen insulin resistance. However, in the case of the WAT

several other chemokines seem to be involved in the recruitment of

macrophages [34–36]. This situation may be similar in the skeletal

muscle as for instance RANTES, another macrophage chemokine,

is also upregulated in skeletal muscle of both HFD and ob/ob mice

(not shown). In addition, Bouzakri et al [19] demonstrated that

differentiated human myotubes secrete numerous chemokines,

which may serve as myokines. Expression of these chemokines is

regulated by physical activity but also exposure to cytokines such

as TNFa. We report here that FFA is a modulator of MCP1

secretion and potentially of others myokines. Furthermore, the role

of fatty acids in mediating the detrimental properties of

inflammatory cells may indirectly be exemplified by the partial

alteration of glucose metabolism observed in MCK-MCP1

transgenic mice fed a standard diet. Indeed, a similar mild

phenotype was observed in adipose MCP1 transgenic mice fed a

standard diet, despite elevated local adipose inflammation. Hence,

it is plausible that similar to the adipose MCP1 transgenic mice,

the MCK-MCP1 mice require an additional challenge represented

by a high fat diet, in order to amplify their metabolic phenotype

[32,33]. Finally, very recently Pedersen et al demonstrated that the

overexpression of the chemokine CXCL1 attenuated diet-induced

obesity and improved fatty acid oxidation in muscles [37]. Our

work suggests that these chemokines may not act directly on

myotubes but instead act indirectly in governing the recruitment of

different subsets of leukocytes, which is in agreement with the

expression of the receptor for MCP1, CCR2, which is barely

detected by CD45- cells within skeletal muscles.

Elevation of intramuscular inflammation is not only observed in

T2D since it is also a hallmark feature of both aging and

sarcopenia [38]. Sarcopenia is itself associated with aging and

worsened by T2D and inflammation [39]. Interestingly, TNFa is a

pro-inflammatory cytokine that not only promotes insulin

resistance [29,40], it also induces sarcopenia [41]. In the present

study, we observed that within skeletal muscle, TNFa expression is

almost exclusive to CD45+ cells, which is comparable to the

situation in the WAT, where TNFa expression is more prevalent

in the stromal vascular fraction [13]. This specific restriction in the

expression of TNFa clearly indicates that this population of cells

should further be studied as they may represent attractive targets

in the treatment of T2D and potentially as well other conditions

associated with aging such as sarcopenia.

In conclusion, our data clearly indicate that insulin resistance is

associated with skeletal muscle inflammation in both mice and

humans, and suggest that lipid-induced local secretion of MCP1

participate to the recruitment of macrophages within muscle, and

to subsequent alterations of muscle insulin signaling. Therefore,

our study suggests that the modulation of muscle inflammation

may provide an exciting new avenue for improving insulin

resistance.

Supporting Information

Figure S1 Epididymal white adipose adipose tissue (eWAT, A)

and quadriceps (B) were collected at week 12 and week 16 of the

protocol of CD68 expression quantified with QPCR. Area Under

the Curves (AUC) corresponding to the ipGTT (C) and ipITT (D)

perfomed at week 3, 8, 11 and 15 after initiating the dietary

intervention (NCD, Normal Chow Diet, HFD, High Fat Diet

(45%Kcal). ** stands for P,0.01. NS, not significant; n = 5.

(TIFF)

Figure S2 A) C2C12 differentiated myotubes were infected with

adenovirus overexpressing either GFP or MCP1 for 24 hours (Ad-

GFP and Ad-MCP1, respectively) and MCP1 concentration was

subsequently determined by ELISA in the conditioned media. B)

Conditioned media of infected C2C12 were also used to perform

chemotaxis assays on Raw264.7 macrophages. C) Akt phospshor-

ylation (Ser 473) was measured by western-blot in order to

evaluate insulin signaling in C2C12 myotubes following adenoviral

mediated overexpression of MCP1. ** stands for P,0.01.

(TIFF)
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80. Didier Nègre and Denise Aubert from the Ecole Normale Supérieure

de Lyon (IFR128) are gratefuly acknowledged for their support in the

lentiviral transgenesis experiments.

Author Contributions

Conceived and designed the experiments: DP JJC GV AB EL AD CD

MCM ML HV JR. Performed the experiments: DP JJC GV AB AD CD

MAC FL CD MCM JR. Analyzed the data: DP JJC GV JR. Contributed

reagents/materials/analysis tools: DP JJC JR. Wrote the paper: DP.

References

1. Bravard A, Lefai E, Meugnier E, Pesenti S, Disse E, et al. (2011) FTO is

increased in muscle during type 2 diabetes, and its overexpression in myotubes

alters insulin signaling, enhances lipogenesis and ROS production, and induces

mitochondrial dysfunction. Diabetes 60: 258–268.

2. Ducluzeau PH, Perretti N, Laville M, Andreelli F, Vega N, et al. (2001)

Regulation by insulin of gene expression in human skeletal muscle and adipose

tissue. Evidence for specific defects in type 2 diabetes. Diabetes 50: 1134–1142.

MCP1 Mediates Skeletal Muscle Inflammation in Diabetes

PLOS ONE | www.plosone.org 13 October 2014 | Volume 9 | Issue 10 | e110653



3. Watkins SM, Reifsnyder PR, Pan HJ, German JB, Leiter EH (2002) Lipid

metabolome-wide effects of the PPARgamma agonist rosiglitazone. J Lipid Res
43: 1809–1817.

4. Laugerette F, Furet JP, Debard C, Daira P, Loizon E, et al. (2011) Oil

composition of high-fat diet affects metabolic inflammation differently in
connection with endotoxin receptors in mice. Am J Physiol Endocrinol Metab

302: E374–386.
5. Tomkowiak M, Ghittoni R, Teixeira M, Blanquier B, Szecsi J, et al. (2013)

Generation of transgenic mice expressing EGFP protein fused to NP68 MHC

class I epitope using lentivirus vectors. Genesis 51: 193–200.
6. Rieusset J, Chauvin MA, Durand A, Bravard A, Laugerette F, et al. (2012)

Reduction of endoplasmic reticulum stress using chemical chaperones or Grp78
overexpression does not protect muscle cells from palmitate-induced insulin

resistance. Biochem Biophys Res Commun 417: 439–445.
7. Abshagen K, Schrodi I, Gerber T, Vollmar B (2009) In vivo analysis of

biocompatibility and vascularization of the synthetic bone grafting substitute

NanoBone. J Biomed Mater Res A 91: 557–566.
8. Lecomte V, Meugnier E, Euthine V, Durand C, Freyssenet D, et al. (2010) A

new role for sterol regulatory element binding protein 1 transcription factors in
the regulation of muscle mass and muscle cell differentiation. Mol Cell Biol 30:

1182–1198.

9. Nguyen MT, Chen A, Lu WJ, Fan W, Li PP, et al. (2012) Regulation of
chemokine and chemokine receptor expression by PPARgamma in adipocytes

and macrophages. PLoS One 7: e34976.
10. Suganami T, Nishida J, Ogawa Y (2005) A paracrine loop between adipocytes

and macrophages aggravates inflammatory changes: role of free fatty acids and
tumor necrosis factor alpha. Arterioscler Thromb Vasc Biol 25: 2062–2068.

11. Ye J, Gao Z, Yin J, He Q (2007) Hypoxia is a potential risk factor for chronic

inflammation and adiponectin reduction in adipose tissue of ob/ob and dietary
obese mice. Am J Physiol Endocrinol Metab 293: E1118–1128.

12. Lumeng CN, Bodzin JL, Saltiel AR (2007) Obesity induces a phenotypic switch
in adipose tissue macrophage polarization. J Clin Invest 117: 175–184.

13. Xu H, Barnes GT, Yang Q, Tan G, Yang D, et al. (2003) Chronic inflammation

in fat plays a crucial role in the development of obesity-related insulin resistance.
J Clin Invest 112: 1821–1830.

14. Arnold L, Henry A, Poron F, Baba-Amer Y, van Rooijen N, et al. (2007)
Inflammatory monocytes recruited after skeletal muscle injury switch into

antiinflammatory macrophages to support myogenesis. J Exp Med 204: 1057–
1069.

15. Jiao P, Chen Q, Shah S, Du J, Tao B, et al. (2009) Obesity-related upregulation

of monocyte chemotactic factors in adipocytes: involvement of nuclear factor-
kappaB and c-Jun NH2-terminal kinase pathways. Diabetes 58: 104–115.

16. Takahashi K, Yamaguchi S, Shimoyama T, Seki H, Miyokawa K, et al. (2008)
JNK- and IkappaB-dependent pathways regulate MCP-1 but not adiponectin

release from artificially hypertrophied 3T3-L1 adipocytes preloaded with

palmitate in vitro. Am J Physiol Endocrinol Metab 294: E898–909.
17. Eguchi K, Manabe I, Oishi-Tanaka Y, Ohsugi M, Kono N, et al. (2012)

Saturated fatty acid and TLR signaling link beta cell dysfunction and islet
inflammation. Cell Metab 15: 518–533.

18. Tam CS, Sparks LM, Johannsen DL, Covington JD, Church TS, et al. (2012)
Low macrophage accumulation in skeletal muscle of obese type 2 diabetics and

elderly subjects. Obesity (Silver Spring) 20: 1530–1533.

19. Bouzakri K, Plomgaard P, Berney T, Donath MY, Pedersen BK, et al. (2011)
Bimodal effect on pancreatic beta-cells of secretory products from normal or

insulin-resistant human skeletal muscle. Diabetes 60: 1111–1121.
20. Remels AH, Langen RC, Gosker HR, Russell AP, Spaapen F, et al. (2009)

PPARgamma inhibits NF-kappaB-dependent transcriptional activation in

skeletal muscle. Am J Physiol Endocrinol Metab 297: E174–183.
21. Chiang SH, Bazuine M, Lumeng CN, Geletka LM, Mowers J, et al. (2009) The

protein kinase IKKepsilon regulates energy balance in obese mice. Cell 138:
961–975.

22. Varma V, Yao-Borengasser A, Rasouli N, Nolen GT, Phanavanh B, et al. (2009)

Muscle inflammatory response and insulin resistance: synergistic interaction

between macrophages and fatty acids leads to impaired insulin action.

Am J Physiol Endocrinol Metab 296: E1300–1310.

23. Fink LN, Oberbach A, Costford SR, Chan KL, Sams A, et al. (2013) Expression

of anti-inflammatory macrophage genes within skeletal muscle correlates with

insulin sensitivity in human obesity and type 2 diabetes. Diabetologia 56: 1623–

1628.

24. Tam CS, Sparks LM, Johannsen DL, Covington JD, Church TS, et al. (2012)

Low macrophage accumulation in skeletal muscle of obese type 2 diabetics and

elderly subjects. Obesity (Silver Spring) 20: 1530–1533.

25. Schenk S, Saberi M, Olefsky JM (2008) Insulin sensitivity: modulation by

nutrients and inflammation. J Clin Invest 118: 2992–3002.

26. Bosma M, Hesselink MK, Sparks LM, Timmers S, Ferraz MJ, et al. (2012)

Perilipin 2 improves insulin sensitivity in skeletal muscle despite elevated

intramuscular lipid levels. Diabetes 61: 2679–2690.

27. Liu L, Zhang Y, Chen N, Shi X, Tsang B, et al. (2007) Upregulation of

myocellular DGAT1 augments triglyceride synthesis in skeletal muscle and

protects against fat-induced insulin resistance. J Clin Invest 117: 1679–1689.

28. Kahn BB, Rossetti L (1998) Type 2 diabetes–who is conducting the orchestra?

Nat Genet 20: 223–225.

29. Lumeng CN, Saltiel AR (2011) Inflammatory links between obesity and

metabolic disease. J Clin Invest 121: 2111–2117.

30. Medina-Gomez G, Gray SL, Yetukuri L, Shimomura K, Virtue S, et al. (2007)

PPAR gamma 2 prevents lipotoxicity by controlling adipose tissue expandability

and peripheral lipid metabolism. PLoS Genet 3: e64.

31. Lu H, Huang D, Saederup N, Charo IF, Ransohoff RM, et al. (2011)

Macrophages recruited via CCR2 produce insulin-like growth factor-1 to repair

acute skeletal muscle injury. FASEB J 25: 358–369.

32. Kanda H, Tateya S, Tamori Y, Kotani K, Hiasa K, et al. (2006) MCP-1

contributes to macrophage infiltration into adipose tissue, insulin resistance, and

hepatic steatosis in obesity. J Clin Invest 116: 1494–1505.

33. Kamei N, Tobe K, Suzuki R, Ohsugi M, Watanabe T, et al. (2006)

Overexpression of monocyte chemoattractant protein-1 in adipose tissues causes

macrophage recruitment and insulin resistance. J Biol Chem 281: 26602–26614.

34. Chavey C, Lazennec G, Lagarrigue S, Clape C, Iankova I, et al. (2009) CXC

ligand 5 is an adipose-tissue derived factor that links obesity to insulin resistance.

Cell Metab 9: 339–349.

35. Neels JG, Badeanlou L, Hester KD, Samad F (2009) Keratinocyte-derived

chemokine in obesity: expression, regulation, and role in adipose macrophage

infiltration and glucose homeostasis. J Biol Chem 284: 20692–20698.

36. Keophiphath M, Rouault C, Divoux A, Clement K, Lacasa D (2010) CCL5

promotes macrophage recruitment and survival in human adipose tissue.

Arterioscler Thromb Vasc Biol 30: 39–45.

37. Pedersen L, Olsen CH, Pedersen BK, Hojman P (2012) Muscle-derived

expression of the chemokine CXCL1 attenuates diet-induced obesity and

improves fatty acid oxidation in the muscle. Am J Physiol Endocrinol Metab

302: E831–840.

38. Phillips T, Leeuwenburgh C (2005) Muscle fiber specific apoptosis and TNF-

alpha signaling in sarcopenia are attenuated by life-long calorie restriction.

FASEB J 19: 668–670.

39. Park SW, Goodpaster BH, Strotmeyer ES, Kuller LH, Broudeau R, et al. (2007)

Accelerated loss of skeletal muscle strength in older adults with type 2 diabetes:

the health, aging, and body composition study. Diabetes Care 30: 1507–1512.

40. Olefsky JM, Glass CK (2010) Macrophages, inflammation, and insulin

resistance. Annu Rev Physiol 72: 219–246.

41. Dirks AJ, Leeuwenburgh C (2006) Tumor necrosis factor alpha signaling in

skeletal muscle: effects of age and caloric restriction. J Nutr Biochem 17: 501–

508.

MCP1 Mediates Skeletal Muscle Inflammation in Diabetes

PLOS ONE | www.plosone.org 14 October 2014 | Volume 9 | Issue 10 | e110653


