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Online Resource 4. β-diversity among individual nurse sequencing libraries. For each experiments 1 (top 
panels) and 2 (bottom panels), the unweighted (left panels) and weighted (right panels) UniFrac distances 
between libraries were calculated and these pairwise distances were plotted using UPGMA phylogenies. 
Support for these phylogenies was evaluated using a jackknife analysis (see text). Branch tip labels 
represent sequencing libraries for individual nurse bee guts and correspond to those detailed in Online 
Resource 1. Libraries treated with Pristine® are circled at the tips of the phylogeny; untreated libraries are 
not circled. Jackknife support for the branch nodes is indicated by color: red = 75-100%, aqua = 50-75%, 
green = 25-50%, and blue = < 25%. 1,990 ppb of Pristine® was added to the treated colonies in experiment 
1 and 11,410 ppb of Pristine® was added to the treated colonies in experiment 2.


