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Linking genetic and phenotypic characterization data of genetic FAIR principles and guidelines (from peter Doorn, 2016)

resources in anls INRA information SyStem Challenge : facilitate knowledge discovery for humans and machines in their discovery of, access to,

integration and analysis of, scientific data. FAIR is a set of guiding principles to make data Findable,
Accessible, Interoperable, and Re-usable.

GnplS is the INRA multispecies

integrative information system

dedicated to plant and fungi GnplS O Findable — Easy to find by both humans and computer systems and based on mandatory description
/7

pests. of the metadata that allow the discovery of interesting datasets
It bridges genetic and genomic % Accessible — Stored for long term such that they can be easily accessed and/or downloaded with
data, allowing researchers access = well-defined license and access conditions, whether at the level of metadata, or at the level of the
’ o _ actual data content
to both genetic information (e.g. '80 Interoperable — Ready to be combined with other datasets by humans as well as computer systems
genetic maps, QTL, association : Association genetics ’f“ Reusable — Ready to be used for future research and to be processed further using computational
genetics, markers, XXX data @@ ethods
polymorphisms, germplasms, : : T : : .
phenotypes and genotypes) and X EXE Benefits for: | | | |
: . * X kX * researchers wanting to share, get credit, and reuse each other’s data and interpretations
genomic data (e..g. genomic Phenotyping data AR e data science community and breeders mining, integrating and analysing new and existing data to
sequences, physical maps, Ephesis module Genotyping data advance discovery
genome annotation and * » software providing data analysis and processing services such as reusable workflows
expression data) for species of XXXy « funding agencies increasingly concerned with long-term data stewardship
agronomical interest. - F 2L
F AL R _ A : A
. Genetic resources kX k%
Genetic resources are key data: Siregal module * * % *
their identification is crucial to \ / Working on standards with the international research community
link data obtained on this plant
material. We follow the Multi- * Alignment of the specifications of the BioSample EMBL database with the MCPD 00
Crop Passport Descriptors (MCPD) standard for the identification of the plant material used in genomic experiments 0
standard to associate rich Access to biological resources
metadata to germplasm managed by INRA Biological Community recommendations for data standardisation: wheatis.org
accessions. Resource Centres Data standard for phenotyping experiment : www.miappe.org 80

Crop specific ontologies: www.cropontology.org
* FAIR indicators are calculated on the best dataset in each thematic

DOI assigned to all genetic resources according to the FAO standard O
/

. . o o D | . h . .
Integration of GnplS with other international data portals Ol assigned to some phenotyping experiment datasets

for plant biology and genetics
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Found 14 results Search » Search results » Triticum
FILTER BY HOST Search
o EMBL-EBI (4) "
« URGI (4) Triticum Search
« Gramene (2)
/ MBS /PGSE (2 Search results
= MIPS/PGSE (2)
o PlantGDE (1) Triticum urartu- EnsemblPlants- EMBL-EBI
Show more EnsemblPlants Instance: urartu Instance Description: urartu Ensembl Instance
Species: ... urartu Version Release Name: BGI Data Type: genomic Keywords: ensembl
FILTER BY DATA TYPE: Species Common Name: ... urartu Instance URL: http://plants.ensembl.org
. o /IIEa urartu Resource Details: Ensembl Plants
R EST Tra n S Ia nt Sl Anonymous (not verified) - 29.09.2014 - 16:10
— s embl (2
. fasta (2] Triticum urartu- Gramene- Gramene
We b Se rVICe « ftp (2) Instance: WEpAEINY urartu Instance Description: urartu Ensembl Instance Species:
« functional genomics (2) urartu ... Version Release Name: BGI Data Type: genomic Keywords: ensembl Species
Show more Common Name: urartu ... Instance URL: http://ensembl.gramene. org/[ERlain] urartu
URGI . ] Resource Details: a Resource for Comparative
L ol Anonymous (not verified) - 29.09.2014 - 16:10
REST SpECIfIC FILTER BY KEYWORDS: : -
= ensembl (6) Triticum aestivum Chinese Spring- Gramene- Gramene
We b Se rvices = Gnpls (4) Instance: aestivum Chinese Spring Instance Description: aestivum Ensembl
Home / Global Search fon Rel : :

s ensemblgenomes (3) | Instance ... Species: aestivum Chinese § pring Version Release Name: MIPS Source URL:

mparative analysis (2 ... http:/7ensembl.gramene. org/[IEeeNu]_aestivum Resource Details: a Resource for Comparative

TransPLANT portal
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Genetic analyses
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Discovery by sequencing and genotyping \
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REPETDB Sequencing experiments and analyses
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Filters
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TaaCsp1AS056J03 is a BAC (type=BAC, source=FPC) of Triticum aestivum
i 5265201 an 28001 and which properties are

736,353,0 1 4 1 ,643,948 35,226 89 1 aaaaa p1AS055P24 is a BAC (type=BAC, source=FPC) of Triticum aestivum
= Q 3 aestivum located between positions 284682301 and 294791201 and which properties are

— — — FEATURE !
ENOTYPE (31) Name=TaaCsp1AS0566P24,Contig_hit=0

TaaCsp1AS002A19 is a BAC (type=BAC, source=FPC) of Triticum aestivum
located between positions 5710101 and 5874001 and which properties are

aestivum

Sharing biodiversity Providing evidence for Collaborating as a
data for re-use research and decisions global community

aestivum
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Perspectives to improve GnplS FAIRness . P ———
Display clearly the licence (CC-BY by default) for each dataset WheatlS portal
Continue to assign DOl on more phenotyping experiments, assign DOI to genotyping and association genetics
experiments
Complete metadata for genotyping experiments on VCF files
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