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Results and discussion

Study context

• Climate change is one of the most serious challenges facing the world, and water limitation is a major abiotic stress which affects plant growth and farming yield • World demand for oilseed production is increasing  Necessity to improve tolerance to drought and yield of sunflower crops in such conditions  For germination and further development stages • Opposite treatment response for several markers, • Treatment effect just for one hybrid for many markers Thierry BERTON (1) , Stephane BERNILLON (1) , Mickael MAUCOURT (1) , Catherine DEBORDE (1) , Natalia FALAGAN (1) , Marine SAUX (2) , Hayat BOUTEAU (2) , Christophe BAILLY (2) , Annick MOING (1) ( 



  Larger difference between the hybrids than between the treatments  Different treatment response for each hybrid  Combination of metabolomics data with other omics data  Validation of potential markers needed on a larger set of genotypes

  1) UMR1332 Fruit Biology and Pathology, INRA, Univ. Bordeaux, Plateforme Métabolome-MetaboHUB, INRA Bordeaux-Aquitaine, Villenave d'Ornon, FRANCE (2) Sorbonne Universités, Université Pierre et Marie Curie, Univ. Paris 06, UMR7622, Paris, FRANCE Effect of genotype and treatment on seed composition Statistical analyses on major compounds PCA (47 major compounds detected in 1H-NMR and LC-HRMS)  Good separation between the 2 hybrids  Treatment effect seems to be observed ANOVA (two-factor ; p<0.05) • 42 markers of hybrids among the 47 major compounds • 0 marker of treatment  The 2 hybrids differ largely 72% of major compounds were putatively annotated
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