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Keywords: Scientific domains: bioinformatics, molecular biology, medecine, agronomy, evolutionary biology, plant & animal biology, math & computer science Detecting somatic de-novo Transposable

poster sessions, birds-of-afeather, lightning talks, exhibits, keynotes, and IBC is a multidisciplinary research institute focused on Computational Biology, gathers circa 100 researchers from several disciplines: life sciences, computer science and math. It was launched in 2012 for promoting interdisciplinary thinking to address critical biological questions.

Conference: Thursday 29 June 

Lightning Talks

Topics for lightning talks were solicited before the meeting. They will be presented during Session 4, on Thursday and Session 8 on Friday. There may also be last minute openings, and if you wish to give a lightning talk, please send a proposal to the GCC2017-Scientific Program Committee <gcc_2017_scientific@groupes.francebioinformatique.fr> before the start of Session 2 (Thursday) or the start of Session 6 (Friday). The slides for all lightning talks will be made available on the conference web site, and the talks may be videotaped and also posted on the conference web site.

Goals

This is your opportunity to give an impassioned and enthralling talk about something that you care about -but you only have 300 seconds. Make every one count, because your audience may include people suffering from limited attention spans this late in the proceedings.

Timing

Lightning talks are short.

• We will tell you when there are 2 minutes left. • At 1 minute left we will take over the presentation laptop and start switching to the next set of slides. • At 0 minutes left the next talk will start, no matter what.

Slides

• Your slides (as PDF or PowerPoint or ...) should be on the presentation computer before the session starts (talk to Dave Clements)

See http://bit.ly/gcc2017lightning for the current list of lightning talks.

Birds of a Feather Meetups

There is no better place than a Galaxy Community Conference to meet and learn from others doing highthroughput biology. GCC2017 includes Birds of a Feather (BoF) meetups that are informal gatherings based on participants' shared interests. BoFs are encouraged throughout GCC2017, particularly during the flocking sessions each day. These sessions are time set aside specifically for Birds of a Feather gatherings.

If you are interested in a BoF then just show up. If you want to organize a BoF, see http://bit.ly/gcc2017createbof for how to get one going. It's never too late to start a BoF, and once one is proposed the organizers will get the word out about it.

The BoFs below were planned when this program was printed. See http://bit.ly/gcc2017_bofs for the current list.

Thursday BoFs Arts & Crafts

Thursday & Friday, 29-30 June, Lunch Organizers: Saskia Hiltemann, Erasmus MC; Eric Rasche Texas A&M GCC sure can be overwhelming sometimes! This BoF is a quiet place to do some stress free, science related, arts and crafts. A&C was a big hit at GCC2016. http://sched.co/BABe

Reproducibility best practices for computational analyses involving large numbers of datasets

Thursday, 29 June, Lunch Organizer: Geir Kjetil Sandve, University of Oslo

The aim for this BoF is a very concrete one: to initiate a collaborative project towards a manuscript on best practices for reproducibility and transparency when doing computational analysis involving large numbers of datasets. Anyone curious or potentially interested in contributing to such a manuscript is encouraged to join! Ensuring that omics analyses are truly transparent and reproducible is always a challenge, and even more so when analyses involve large numbers of datasets. The exact scope of a manuscript on this topic and organization of the work is open for discussion at the BoF session. How to make transparent analyses using Galaxy and dataset collections will clearly be central. How much focus to put on comparison with alternative interfaces is open for discussion. As for organization of the work, collaborative editing on an open document might serve as a main pillar, but this would also be a point of discussion at the BoF. http://sched.co/BGzq Supporting the non-coder Galaxy community Thurs, 29 June, Lunch Organizer: Peter Van Heusden, SANBI How can we support Galaxy community members whose (main) contribution is not coding? I.e. they might be doing training (although GTN is generally covering these people), being "ambassadors" for Galaxy, doing user support. Some questions:

1. How can these people be recognised and 2. what communication channels can enhance this part of the community and 3. how can this community and the coder / developer community link? http://sched.co/BJ0D GalaxyAdmins Thursday, 29 June, 18:05 -18:45

Organizer: Dave Clements, Johns Hopkins University

GalaxyAdmins is a group of people that are responsible for administering Galaxy instances. We meet online and at events like GCC2017, where a lot of us happen to be. GCC2017 will be the 5th in-person GalxyAdmins meetup. Past meetups have resulted in action items for the coming year. This meetup will discuss plans for the coming year, GalaxyAdmins leadership, and whatever else you want to talk about. http://sched.co/B4DP 

Genome Annotation in Galaxy

BoFs

BoFs aren't focused on social interactions, but they are an excellent way to meet other participants that are eager to discuss a common interest. The Arts & Crafts BoF, however, is all about relaxing with your fellow participants.

Travel Fellowships / Galaxy Community Fund
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	Time	Einstein Auditorium (Level 0)
	08:00	Conference Desk Open (until 19:00)
	09:00	Opening and Welcome
		Olivier Inizan, INRA; Marilyne Summo, CIRAD
	09:15	Session 1: Galaxy Framework
		Moderator: Jeremy Goecks, OHSU
		09:15 Keynote: The Galaxy Project: from the Planck Epoch to
		Montpellier
		Anton Nekrutenko, Penn State University; James Taylor,
		Johns Hopkins University
		10:00 Bioconda and BioContainers -Enabling Universal
		Reproducibility in Galaxy
		John Chilton, Penn State University
		10:20 Building an open, collaborative, online infrastructure for
		bioinformatics training
		Bérénice Batut, University of Freiburg
	10:40	Break
	11:10	Session 2: Galaxy Framework (continued)
		Moderator: Dave Clements, Johns Hopkins University
		11:10 Nate Coraor, Penn State University; Simon Gladman,
		Melbourne Bioinformatics / University of Melbourne
		11:30 Integrative analysis of hundreds of datasets in Galaxy
		Geir Kjetil Sandve, University of Oslo
		11:50 Galaxy Genome Annotation Project: Galaxy and GMOD
		for Annotation, Teaching, and Genomic Databases
		Eric Rasche, Texas A&M University
		12:10 Apollo

in Galaxy: Increasing Opportunities for Collaborative Genome Annotation Nathan

  

Dunn, Lawrence Berkeley National Lab (LBNL) 12:30 Galaxy at the IFB: From computing to training Victoria Dominguez del Angel, Institut Français de Bioinformatique; Christophe Caron, INRA Conference: Thursday 29 June (continued)

GalaxyCat -The online catalog of Galaxy tools across instances

  

	Time	Einstein Auditorium (Level 0)
	17:00	Session 4
		Moderator: Bérénice Batut, University of Freiburg
		17:00 The Institute of Computational Biology: an overview
		Eric Rivals, The Institute of Computational Biology
		17:30 Lightning Talks
		Improving Your Text Life
		James Johnson, University of Minnesota Supercomputing
		Institute (MSI)
		Galaxy-E : Towards an accessible, reproducible and
		transparent data analysis and management universe
		dedicated to Ecology
		Valentin Chambon, Thimothée Virgoulay, MNHN CESCO &
		Staiton de Biologie Marine de Concarneau
		The Galaxy Gateway on F1000Research
		Holly Murray, F1000, Science Navigation Group
		Julien Seiler, Stéphanie Le Gras, Institut de Génétique et de
		Biologie Moléculaire et Cellulaire, CNRS

Galaxy at scale: Analyzing thousands of single cell transcriptomes Mo Heydarian, Johns Hopkins University 18:00 Done (and Birds-of-a-Feather) 19:00 Gala Dinner @ Chateau du Pouget

  

	Conference: Friday 30 June
	Time	Einstein Auditorium (Level 0)
	08:00	Conference Desk Open (until 18:00)
	09:00	Session 5:

Galaxy for Life Science and Medicine

  

	Moderator: Christophe Antoniewski, Institut de Biologie Paris-Seine
	09:10

Keynote: Personalized Analysis of Cancer Data: From Genes to Pathways (and Back)

  

	Eytan Domany, Weizmann Institute of Science
	10:00

Comparing hundreds of RNA-seq libraries using Galaxy and SeqResults

  

	Brad Langhorst, New England Biolabs
	10:20

Approaches for small RNA-seq analysis in Galaxy

  

		Mallory Freeberg, Johns Hopkins University
	10:40	Break
	11:10	

Session 6: Galaxy for Life Science and Medicine

  

	Moderator: Thérèse Commes, INSERM
	11:10

COMBAT TB: an integrated environment for Tuberculosis data analysis and surveillance

  

	Peter Van Heusden, South African National Bioinformatics
	Institute (SANBI)
	11:30

The RNA Workbench -reproducible, transparent, and accessible RNA research Florian

  

	Time	Einstein Auditorium (Level 0)
	13:45	Session 7: Galaxy in today's infrastructures
		Moderator: Björn Grüning, University of Freiburg
		13:45 ELIXIR supports Galaxy users and developers
		Frederik Coppens, ELIXIR Belgium & VIB
		14:00 Advancing metaproteomics research via community-
		based informatics development and dissemination
		Pratik Jagtap, University of Minnesota
		14:20 Making

Eggenhofer, University of Freiburg 11:50 Interaction Hub: a comprehensive Galaxy-based chromatin folding database, browser, and analysis platform Michael Sauria, Johns Hopkins University 12:10 Mechanizing our biologists with Galaxy and IRIDA platforms Philip Mabon, Public Health Agency of Canada 12:40 Lunch (and Birds-of-a-Feather)

Conference: Friday 30 June (continued)

Galaxy User Interface Pluggable with Webhooks

  

	Time	Einstein Auditorium (Level 0)
	16:35	Session 8
		Moderator: Virginie Rossard, INRA
		16:35 Lightning Talks
		Using visual programming in Cervical cancer data of The
		Cancer Genome Atlas
		Thais Hosokawa, Barretos Cancer Hospital
		Analyzing Relationships among Clinical Factors of Cancer
		Patients by Regression Analysis
		Sugandima Vidanagamachchi, Thamara Waidyarathna,
		University of Ruhuna
		ToolDog -generating tool descriptors from the ELIXIR
		tool registry
		Kenzo-Hugo Hillion, Center of Bioinformatics, Biostatistics
		and Integrative Biology (C3BI), Institut Pasteur de Paris
		Pushing the limits of job flexibility on HPC
		Carrie Ganote, Indiana University
		Pulling the Galaxy's Strings
		Jeffrey Miller, University of Iowa
		Using Galaxy as a platform for continuous software
		development
		Geir Kjetil Sandve, Boris Simovski, University of Oslo
		Automated

Martin Čech, Penn State University; Björn Grüning, University of Freiburg 14:40 A reproducible data analysis environment for nextgeneration sequencing on public cloud computer Manabu Ishii, RIKEN ACCC Bioinformatics Research Unit 15:00 Developing analytical workflows for plant genomics through the integration of Galaxy and Tripal Sean Buehler, University of Connecticut 15:20 Sponsor, Poster and Demo Session Looking for something? htps://galaxyproject.org/search Conference: Friday 30 June (continued)

Generation of Complex Toolkits for Galaxy Daniel

  

Blankenberg, Penn State / Galaxy Team

Hack the Galaxy: Data Report Organizers Hack the Galaxy: Dev Report

  

	Organizers	
	JBrowse & Circos Tool Updates
	Eric Rasche, Texas A&M University
	Parsec: Intergalactic DevOps and Analysis Automation
	Eric Rasche, Texas A&M University
	17:42 GCC2018 Launch	
	Dave Clements, Johns Hopkins University
	17:50 GCC2017 Closing	
	GCC2017 Organisers	
	18:00	Fini

  Discuss genome annotation pipelines in Galaxy. Integration of tools, current / future offerings, needs of biologists. (https://galaxy-genome-annotation.github.io/). Saskia Hiltemann, Erasmus MC; Eric Rasche Texas A&M GCC sure can be overwhelming sometimes! This BoF is a quiet place to do some stress free, science related, arts and crafts. A&C was a big hit at GCC2016. Mass spectrometry-based proteomic analysis is evolving along with new and emerging research disciplines. For example, advances in genomics and transcriptomics have offered opportunities in multi-omics exploration of biological systems. In particular, conversion of RNASeq data into protein FASTA format greatly aids the field of proteogenomics. Moreover, functional microbiome research is being greatly helped by newer developments in metaproteomics research. There is a need for improved Galaxy workflows for these multi-omics research areas and emerging methods such as data-independent analysis. The GCC offers a great forum for community to come together and discuss challenges, opportunities and possibilities. Discuss plans for major Galaxy virtualization projects for the next yearincluding at least docker-galaxy-stable but hopefully more such CloudMan and GalaxyKickStart. • Discuss different options for deploying Galaxy to Kubernetes / Swarm / OpenShift and potentially coordinate reuse across methods.• Discuss multi-container deployment options being developed as part of the docker-galaxy-stable project including planned development and testing of complete deployment recipes for Kubernetes, Swarm, and OpenShift. • Discuss plans for major Galaxy-related Ansible efforts this year and develop plans to reduce duplication across projects. • Discuss our efforts to automate testing of Galaxy deployment artifacts over the last year and how they can be leveraged. Discuss plans for future testing. have numerous scheduled social events at GCC2017. However, GCC is one large social event for our community. When you're free, skip checking your email and introduce yourself to the person next to you. You have at least one thing in common -you both have excellent taste in choosing conferences! If you dig deeper, you'll likely find that you have much more in common and maybe shared interests. Many fruitful collaborations have been initiated at GCC. Strike up a conversation!Conference DinnerThe official conference dinner is Thursday evening. It will be held at Le Château du Pouget. Buses will makke the journey from, and return to Le Corum. Don't miss it.Capture the Flag: Hack the Universe Saskia Hiltemann and Eric Rasche have put together a Capture the Flag (CTF) event for GCC2017. Hack the Universe is a competition where you try to hack into a Galaxy instance and learn about Galaxy, Galaxy Administration, vulnerabilities, and good security practices. CTF will start on the first night of GCC2017, and run until a week after the conference.Anyone can participate! We strongly recommend you form teams involving at least one bioinformatician or biologist, and one computer person. Get out there, make new friends! Interested? See https://ctf.galaxians.org/ for more and visit Saskia and Eric at the Arts & Crafts BoF.

	Friday BoFs Social Events	
	Arts & Crafts	Lunch
	Thursday, 29 June, 18:05 -18:45 Organizers: Anthony Bretaudeau, INRA, BIPAA and GenOuest platforms; Nathan Dunn, Lawrence Berkeley Lab; Björn Grüning, University of Freiburg; Eric Rasche, Texas A&M Organizers: http://sched.co/BCVY Come Together: Exploring Proteomic Analysis within Galaxy Organizers: Tim Griffin, Pratik Jagtap, James Johnson; University of Minnesota Lunch http://sched.co/BJ5t Containerized Galaxy Deployments and Advanced Testing Organizers: Johns Chilton, Penn State University; Björn Grüning, University of Freiburg Lunch During this buzzword heavy BoF, we hope to gather deployers interested in a broad range of topics from big picture choices (such as DevOps, Containers, and Clouds) to specific technologies (for instance Ansible, Condor, and Kubernetes) and specific Galaxy communities (including docker-galaxy-stable, CloudMan, and GalaxyKickStart). This last year has seen significant sharing and splintering of resources for containerized deployments -we hope this BoF can serve as a venue to coordinate plans for the next year to maximize reuse we can accomplish going forward. Possible Topics Include: Galaxy for Core Facilities Lunch Organizer: Brad Langhorst, New England BioLabs Do you work with a sequencing core facility? How are you using galaxy (QC, sample tracking, etc)? What missing things do you need? http://sched.co/BJby Trackster support group Lunch Organiziers: Frederik Coppens, ELIXIR Belgium & VIB; Mo Heydarian, Johns Hopkins University; Michael Sauria, Johns Hopkins University We will gather to discuss Trackster, Galaxy's very own genome browser. We'll discuss the benefits of Trackster and start an ongoing discussion on what features could be added to further increase the utility of this valuable feature. • http://sched.co/BCVj http://sched.co/BHI3
	http://sched.co/B78V	

We

Hub Bioinformatique et Biostatistique, Institut Pasteur [Paris], C3BI 25-28, rue du Docteur Roux,

Accepted Demos

Odd numbered demos will be presented Thursday at 15:40, and even-numbered demos on Friday at 15:20. Demos with corresponding posters will be presented concurrently with and adjacent to the poster. Full demo abstracts are online. 

D01: Integration of Linked Data into Galaxy using