N
N

N

HAL

open science

MicroRNAs in normal mammary gland development

Fabienne Le Provost

» To cite this version:

Fabienne Le Provost. MicroRNAs in normal mammary gland development. Mammary Gland Biology
Gordon Conference, 2009, Newport, United States. hal-01193744

HAL Id: hal-01193744
https://hal.science/hal-01193744
Submitted on 6 Jun 2020

HAL is a multi-disciplinary open access
archive for the deposit and dissemination of sci-
entific research documents, whether they are pub-
lished or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

L’archive ouverte pluridisciplinaire HAL, est
destinée au dépot et a la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche francais ou étrangers, des laboratoires
publics ou privés.


https://hal.science/hal-01193744
https://hal.archives-ouvertes.fr

ALIMENTATION
AGRICULTURE

ENVIRONNEMENT

MicroRNAs in Normal Mammary
Gland Development

Fabienne LE PROVOST

Institut National de la Recherche Agronomique, Jouy-en-Josas, France



microRNA

> Small non-coding RNA, 18-22 nt

> Endogenous

> Conserved during evolution

> Expression : ubiquist, tissue-specifics

> Fonctions : post-transcriptionnally regulate gene
expression

potentially regulate 30% of protein-encoding genes

> Biological processes : developmental changes,
tissue morphogenesis, cell growth, differentiation,
apoptosis,

metabolism,
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microRNA biosynthesis
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Cloning of new miRNA from normal mouse
mammary gland

[ | )
BNVIC Genomics BioMed Cont

Research article Open Access

From 455 sequences obtained from mammary
gland (V8w, Gd2, Gd6, Gd18, Ld4, I1d1),
24 new miRNAs have been identified.

Tissue expression profiles :
No mIRNA mammary gland specific.

This article is available fram: htepfsrww biomedeentra LeomT4TT-ZTEHTOIT49
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miR expression profils in mammary gland
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Role of miR-30b : over-expression
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Role of miR-30b : over-expression
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Role of miR-30b : over-expression

> Stages collected:

Virgin 6w, 13w
Pregnancy 6d, 14d, 18d
Lactation 3d, 12d
Involution 1d, 3d, 6d, 11d




Role of miR-30b : over-expression

Lactation day-12




Role of miR-30b : over-expression
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Down regulation of miRNAs biosynthesis
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Down regulation of miRNAs biosynthesis
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Lothar Hennighausen , Brian D. Harfe et

LGP, NIH, Bethesda, USA al.,
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Down regulation of miRNAs biosynthesis

> Stages collected:

Virgin 6w

Pregnancy 6d, 12d, 16d
Lactation 3d, 7d
Involution 3d, 6d




Down regulation of miRNAs biosynthesis
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Down regulation of miRNAs biosynthesis
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Down regulation of miRNAs biosynthesis
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Conclusions

MIRNAS are important to normal
mammary gland development
and differentiation

> Currently

Phenotype characterization :
Tissue structure by electronic microscopy
Specific cell markers by immunostaining
Epithelial cell populations analyses by FACS

Transcriptomic studies to characterize the signaling
pathways involved

miR-30b targets



Team : Differentiation and Specialisation of Cells (DISC)
Lab : Génétique Animale et Biologie Intégrative (GABI),
INRA, Jouy-en-Josas, France
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miR librairy
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@c[anes séquencD
\ Autres clones
169 < guences
18-28 nt
19 mserss
120 séquences non redondantes
2to 7 times
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‘ 33 sequences partellement homologues 76 1non homologues a
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33 nouve aux miARN
24 confirmés par RT-PC

6 miARN spécifiques de la souris
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