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RTA 1 MONE 4
XRbm9 1 MADAVMSDAHLLGFNTRGTKRESDQOLHLGSSGASGAGVKRQRVEPEQQE 50
hRbm9 1 NE 2
:*
RTA 5 Po————— LTPGYHGFPARDSQGNQEPTTTPDAMVQPFTTIPFPPPPONG 47
XRbm9 51 PGNPMSMPVSQAYQGFAPLNSQGNQEPTATPDTMVQPFAAIPFPPPPONG 100
hRbm9 3 Po—————— LTPGYHGFPARDSQGNQEPTTTPDAMVQPFTTIPFPPPPONG 45
RTA 48 IPTEYGVPHTQDYAGQTGEHNLTLYGSTQAHGEQSSNSPSTONGSLTTEG 97
XRbm9 101 LSTDYGSQHTQODYATQSTEHGIPLYGGGQSLAEHSAPATSTANASSTTDG 150
hRbm9 46 IPTEYGVPHTQDYAGQTGEHNLTLYGSTQAHGEQSSNSPSTONGSLTTEG 95
H *:** * Kk Kk Kk kX *: **:: * % % *: *:*: H * % * * **:*
RNP2
RTA 98 GAQTDGOQOSQTOSSENSESKSTPKRLHVSNIPFRFRDPDLROMFGOFGKI| 147
XRbm9 151 -SQTEGQQSQSQONNENSETKASPKRLHVSNIPFRFRDPDLROMFGQOFGKI| 199
hRbm9 96 GAQTDGQQOSQTOSSENSESKSTPKRLHVSNIPFRFRDPDLROMFGOFGKI| 145
:**:*****:* ****:*::****************************
RNP1
RTA 148 [LDVEIIFNERGSKGFGEFVTFENSADADRAREKLHGTVVEGRKIEVNNATA| 197
XRbm9 200 |[LDVEIIFNERGSKGFGFVTFETSADADRAREKLHSTVVEGRKIEVNNATA| 249
hRbm9 146 |LDVEIIFNERGSKGFGFVTFENSADADRAREKLHGTVVEGRKIEVNNATA| 195
*********************:************ R R R R R
RTA 198 [RVMTNKKMVTPYANGWKLSPVVGAVYGPELYAASSFOADVSLGNDAAVPL 247
XRbm9 250 |RVMTNKKSVTPYGNGWKLSPVVGAVYGPELYA————————m e 281
hRbm9 196 |RVMTNKKMVTPYANGWKLSPVVGAVYGPELYAASSFOADVSLGNDAAVPL 245
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— —
RTA 248 SGRGGINTYIPLISLPLVPGFPYPT---AATTAAAFRGAHLRGRGRTVYG 294
XRbm9 282 ————mmmmm VPGFPYPTAAAAATTAAAFRGAHLRGRGRTVYG 314
hRbm9 246 SGRGGINTYIPLI---—IPGFPYPT-—-AATTAAAFRGAHLRGRGRTVYG 288
:******* ER R R R R R R R R R R R R R R R R R R
RTA 295 AVRAVPPTAIPAYPGVVYQDGFYGADLYGG-——--YAAYRYAQPAT-—-— 335
XRbm9 315 AVRAVPPTAIPTYPGVLYQDGFYGTELYGG--—--YAAYRYAQPATA-—— 356
hRbm9 289 AVRAVPPTAIPAYPGVVYQDGFYGADLYIESANCFRSNRVDMQPTDMHSL| 338
***********:****:*******: :** B **:
L |
RTA 336 —-—ATAATAAAAAAAAYSDGYGRVYTADPYHALAPAASYGVGAVASLYRGG, 383
XRbm9 357 —-ATAATAAAAAAAAYSDGYGRVYTADPYHTLAPATSYGVGAVASLYRGG 404
hRbm9 339 |LLOPQPPLLOPLOPLTVTVMAGCTQPTPTMPLPLPLAMELALWRVYTEVA| 388
* * - -
RTA 384|§§kﬁib§_'_]389
XRbm9 405 |YSRFAPY 411
hRbm9 389 'TADLPPTEVT, 398 ] RRM
B *
[ RNP
773 Cter
—
exon sup XRbm9 AAPGLQADVSLATEAGVPLPGPRGVNTYIPLI
hRbm9 228 ASS-FQADVSLGNDAAVPLSGRGGINTYIPLI 258
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IHKNANLPRLLMNGNVLTVPPLSSPPWSYLNHSPLISPGSPPSSFONRKR
< exon 4 ="

RSDEGNSPYDVKRQRFQSPQEQTVNHQAVPLRGDIRCSYPGSPAFPLLQS
RSDEGNSPYDVKRQRFQSPQEQTVNHQAVPLRGDIRCSYPGSPAFPLLQS

PSPPVLKGHSSNSGDCWLYDHIDTTLPVAKDKLSKQILDLFQALQQQVCD
PSPPVLKGHSSNSGDCWLYDHIDTTLPVAKDKLSKQILDLFQALQQQVCD

LKKKDICRAELQREIQQIFPQSRLYLVGSSLNGFGIRSSDADLCLVLKEE
LKKKDICRAELOREIQQIFPQSRLYLVGSSLNGFGIRSSDADLCLVLKEE

PMNONTEARHILSLLHKHFYTRLSYIERPQFIRAKVPIVKFRDKVSGAEF
PMNONTEARHILSLLHKHFYTRLSYIERPQFIRAKVPIVKFRDKVSGAEF

DLNVNNVVGIRNTFLLRTYAYLDKRVRPLVLVIKKWANHHGINDASRGTL
DLNVNNVVGIRNTFLLRTYAYLDKRVRPLVLVIKKWANHHGINDASRGTL

SSYTIVLMVLHYLOTLPEPILPSLOQKKYPECFDRTMQLHLVHQAPRNIPQ
SSYTIVLMVLHYLOQTLPEPILPSLOKKYPECFDRTMQLHLVHQAPRNIPQ

FLSKNETPLGDLLLGFLKYFAVEFDWSKDIISLREAKALPRTDDYEWRNK
FLSKNETPLGDLLLGFLKYFAVEFDWSKDIISLREAKALPRTDDYEWRNK

YICVEEPFDGSNTARAVYEKQKFDLIRAEFLKAWVALRDNRDLYSLLPVK
YICVEEPFDGSNTARAVYEKQKFDLIRAEFLKAWVALRDNRDLYSLLPVK
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